Acta Universitatis Medicinalis Anhui

2019 May; 54( 5) . 785 -

12019 -5-910:21

> http: //kns. cnki. net/kems/detail /34. 1065. r. 20190506. 1438. 026. html

HBV DNA HBV
1 1 2 2 2 1 1
PCR HBV
DNA ( HBY)
o 370 PCR HBV DNA <500 HBV DNA
1U/ml HBV HBV DNA
HBV DNA (ALT) . ,
E HbeA '
(HbeAg) E ( hepatitis B e antigen
) (+) ALT HbeAg) ( alanine transaminase ALT)
( Xz =3.905 P =0. 048) HbeAg EeAgZ) alanine transaminase
(x2 =14.264 P <0.05); . HBV DNA
HBV DNA °
(x> =39.823 P> <0.001)  ALT HBV
DNA (x’ =18.922 P =
0. 001) Bonferroni o 1.1 2017 1 ~2018 1
(P=0.002 P= 370
0.001) HBV DNA PCR HBV DNA
4. 67(182/39) 19 ~74( 44.36 +12. 12)
149 221
; ; PCR .
1 .2 .3 47 .63
R 512.6 +2; R 446.11 4l 56 @
A 1000 — 1492( 2019) 05 — 0785 — 04 A A ° :
doi: 10. 19405 /j. enki. issn1000 - 1492.2019. 05. 026 ( 2015 )
HBsAg 6 @
( hepatitis B virus HBV) > > >
6
DNA : :
) N .
HBV 2 °
(2015 ) HBV 1.2
DNA 3 3 500 r/min 5 min
PCR <500 1U/ml 80 C : HBV
DNA QlAsymphony
<
2019 -01 -30 20 1U/ml, HBV DNA Agilent
( :1608085MH164) Mx3000P
) 230022 ( PCR-
2 230601
) <500 IU/ml.
e 1.2.2
: Beckman

mail: aygyf@ 126. com



* 786 Acta Universitatis Medicinalis Anhui 2019 May; 54( 5)
21.95% 45.91% (x*
ALT( 19 ~50 U/L) . ( aspartate =14.264 P <0.05) .
transaminase AST) ( 115 ~40 U/L) . 2.2
(alkaline phosphatase ALP) ( 135 ~ 1. 1.
135 U/L) . ( glutamyltranspeptidase (P>
GGT) ( 17 ~45 U/L) . (total bili-  0.05) .
rubin TBIL) ( 0 3.4 ~17.1 pmol/L) | A
( direct bilirubin DBIL) ( © 0.0 ~ 150
3.4 pmol/L) ( albumin ALB) ( 140
~55 /L) | ( globulin GLB) ( 020 ~
40 ¢/L) o 5100 1 T
1.3 SPSS 16. 0+ GraphPad Prism %
5.0 o D < -
( ) M( P
P, Mann-Whit—
ney U( ) 0 . .
HBV DNA<20 IU/ml  >20 IU/ml B A
; X 150
Fisher P <0.05
Bonferroni a
0. 005; Cochran-Armitage HBV 100 o T
DNA . ALT . S
2
2 50
2.1 HBV DNA  ALT.HbeAg E %
221 HBV DNA . .
’ i (O A
44.34%, (-) (-) 123 1 (-) (+) ALT.AST
(-) (+) 98 A: ALT ;B AST
ALT 23.58% (29/123) 35.71%
(35/98) x° (x’= 2.3 HBV DNA  ALT
3.905 P =0.048) ; AST 26.82% (33/
123) 28.57% (28/98) d 2 .3 HBV DNA

(x> =0.083 P =0.773); HbeAg

74.49% - 61.70% ~ 52.38% ~ 29.26%

1
M( Py Pys) Ix £s
(-) (+) (-) (+)
ALT( U/L) 38.00(29.00 49.00) 43.50(28.00 59.25) 11.00 ~102.00 9.00 ~121.00
AST( U/L) 30.00( 24.00 42.00) 32.50(24.75 43.25) 11.00 ~93.00 16.00 ~ 105.00
GGT(U/L) 36.00( 25.00 60.00) 33.00(21.00 59.50) 7.00 ~377.00 11.00 ~325.00
ALP( U/L) 83.00(68.00 112.00) 85.50(69.75 104.25) 36.00 ~572.00 19.00 ~831.00
TBIL( pmol /L) 17.20( 11.20 22.30) 14.65(11.67 21.32) 5.20 ~450.20 6.00 ~296. 80
DBIL( pmol /L) 3.90(2.60 5.30) 3.60(2.77 4.95) 0.80 ~300.70 1.10 ~134.20
ALB( g/L) 41.20(36.10 43.40) 41.65(37.06 —43.63) 17.00 ~50.40 17.20 ~48.80
GLB( g/L) 32.60 +£5.70 31.94 +£5.01 19.40 ~54.70 20.80 ~45.20




Acta Universitatis Medicinalis Anhui 2019 May; 54( 5)

* 787 *

33.93% ALT 41.61% -« 27.65% -
34.92% 29.26% +26.78% - Cochran—
Armitage
HBV DNA
(x* =39.823 P <0.001)
HBV DNA ALT
(x*=4.029 P =0.045) .
d00.2 HBV
DNA 50%
2.4 PCR HBV DNA CHB
ALT HBV DNA ALT
HBV DNA 77.41% -
76.92% 59.09% « 30. 77% ~ 31. 25% - Fisher
(2xCQ) 5
(x*=18.922 P =0.001) ; Bonferroni
o 2 .3
(P=0.002 P=0.001) .
3
HBV DNA
PCR
<500 1U/ml
HBV DNA
6-17
8
PCR (P <0.05)
221 HBV
DNA
44.34% HBV DNA
(P <0.05)
HBV DNA
HBV DNA HBV
DNA
HbeAg HBV ( C )
HBV DNA ; ALT

>0. 05) 2

HBV DNA
( +) ALT.AST.ALP  ALB
(=)o HBV DNA

HBV
HBV DNA <500 IU/ml  ALT ( )
AST

ALT DNA

59. 09%
ALT o
ALT
N NS
41.61% 27. 65% 34. 92%
o 2 .3
29.26% ~33.93% ALT
HBV DNA 30.77% ~

HBV
DNA

31.25%
HBV DNA

14

o

HBV DNA
HBV DNA
o HBV DNA

1 Zhu HY Zhang X S. Relationship between HBV DNA load and
levels of serum HBsAg in patients with chronic hepatitis B J .
Eur Rev Med Pharmacol Sci 2016 20( 10) : 2061 - 4.

2 Salpini R Piermatteo L Gill U et al. Quantification of intrahepat—
ic total HBV DNA in liver biopsies of HBV-infected patients by a
modified version of COBAS  Ampliprep/COBAS ® TagMan HBV
test v2.0 J . Med Microbiol Immunol 2017 206(4):295 -9.



* 788 ¢ Acta Universitatis Medicinalis Anhui 2019 May; 54( 5)
(2015 ) I 2015 DNA J .
31(12) : 1941 - 60. 2015 28(12) : 1498 —502.
Shimakawa Y Njie R Ndow G et al. Development of a simple 10 . 431
score based on HBeAg and ALT for selecting patients for HBV I 2014
treatment in Africa J . J Hepatol 2018 69(4): 776 —84. 18(10) : 964 -7.
. HBeAg 11 HBV DNA
HBV-DNA ALT J. I 2017 14(4):461 -
2013 19(2) 145 -7. 2.
HBV-DNA 12 .
7. 2017 11(12):10 -2. J. 2016 20(2) ;346 - 8.
PCR 13 Zeng DW Liu Y R DongJ etal. Serum HBsAg and HBeAg lev—
J . els are associated with liver pathological stages in the immune
2018 13(9):83 -5. clearance phase of hepatitis B virus chronic infection J . Mol Med
HBV DNA Rep 2015 11(5):3465 -72.
J. 2015 35(8):1537 - 14 . DNA HBeAg
41. HBV J . 2018(4) :
9 : HBsAg.HBeAg  HBV- 82.

Value of hypersensitive HBY DNA detection

in dynamic monitoring of chronic HBV infection
Wang Tongtong' Gao Yufeng' Cao Wenjun® et al
('Dept of Infectious Disease The First Affiliated Hospital of Anhui Medical University ~Hefei 230022;
*Dept of Infectious Disease The Second Affiliated Hospital of Anhui Medical University Hefei 230601)

Abstract Objective
with chronic hepatitis B virus( HBV) infection with HBV DNA negative by traditional PCR assay. Methods The
serum samples of 370 patients with chronic HBV infection with HBV DNA <500 IU/ml were collected by traditional
PCR assay. Meanwhile the corresponding hypersensitive HBV DNA level were detected and the correlation with

To explore the clinical application value of hypersensitivity detection technology in patients

alanine aminotransferase( ALT) hepatitis B virus E antigen( HbeAg) and other indicators of liver function were an—
alyzed. Results Hypersensitive detection assay( —) and hypersensitive detection assay( +) showed a statistically
significant difference in the ALT anomaly rate between the two groups( x° =3.905 P =0.048) and the difference
in positive rate of HBeAg was statistically significant( x> =14.264 P <0.05) . According to the different antiviral
treatment time the trend test results of hypersensitive HBV DNA positive rate showed a negative correlation( x* =
39.823 P<0.001) and the difference of hypersensitive HBV DNA positive rate in ALT abnormality was statisti—
cally significant( x* =18.922 P =0.001) .

level of alpha. The results showed that there was significant difference between untreated group and the treated

Bonferroni method was used to pairwise comparison and adjusted the
group for two years( P =0. 002) and three years( P =0.001) . Conclusion Hypersensitive quantitative detection
technology can provide a more accurate understanding of virus replication in patients with HBV DNA negative by
traditional assay and contribute to select the best treatment plan and predict the prognosis.
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