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CpG island methylation in promoter of cdc42

regulates the expression of report gene in Ecal09
Liu Ling' Chen Yan' Li Hui’® et al
( 'Basic Medical College *Central Laboratory Xinjiang Medical University Urumgi 830011)
Abstract Objective To study whether the CpG island in the promoter of cdc42 can be a regulator participated in
the regulation of gene expression. The digestive tract cancer early related gene cdc42 choosed as object explored
the change of their promoter CpG island methylation affect on the downstream report gene expression in esophageal

cancer( EC) cell line Ecal09 DNA cloning
and thin layer chromatography( TLC) was used to detect the activity of chloramphenicol acetyl transferase( CAT)

then got the relation of methylation and gene expression. Methods

Used PCR to amplify cdc42 gene promoter CpG island and a sequence has not CpG islands divided two sequences
into two groups one group was methylated another group kept the original state. Constructed the recombinants one
contained the methylated CpG island-pCAT3F¥nhancer another contained the unmethylated CpG island-pCAT3 ¥n—
hancer transfected into the Ecal09 detected the activity of CAT. Results  After transfecting into ECa cell line

the activity of methylated empty vector CAT was significantly lower than that of unmethylated vector and there was
no difference between methylated and unmethylated random DNA-pCAT3-Enhancer recombinant CAT. The CAT
activity of recombinant which has methylated ¢dc42 promoter region CpG island-pCAT3 F¥nhancer was significantly
In EC cell line

Ecal09 methylated CpG island of cde42 reduces the CAT expression in the downstream however the unmethylat—

lower than unmethylated. The difference was statistically significant( P < 0.05) . Conclusion

ed can maintain the high activity of CAT. This indicates that the change in the degree of methylation of CpG island
in the promoter region of c¢dc42 has the effect of regulate the expression of downstream genes.
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