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Expression of FAM134B in hepatocellular carcinoma and

its relationship with clinicopathological features
Yuan Ye Ma Dandan Zhang Jianxin et al
( Dept of General Surgery Central Theater General Hospital of the Chinese People’ s Liberation Army Wuhan 430070)

Abstract Objective  To investigate the expression of family with sequence similarity 134 member B
( FAMI34B) in 42 cases of hepatocellular carcinoma and explore the relationship between FAM134B expression
and clinicopathological features of hepatocellular carcinoma. Methods A total of 42 paired specimens of tumor and
adjacent non-tumor tissues and clinical data were collected from 42 cases of hepatocellular carcinoma patients and
all the specimens were confirmed by histopathology. Immunohistochemistry( THC) Real-time PCR and Western
blot were used to examine the expression and distribution of FAM134B in hepatocellular carcinoma tissues and
cells. In addition the correlation between the expression of FAM134B and clinicopathological features of hepatocel—
lular carcinoma was analyzed. Results IHC showed that the positive expression rate of FAM134B in tumor tissues
and adjacent non-tumor tissues were 83% (35/42) and 33% (14/42) the difference was statistically significant
(x> =12.343 P <0.05). Realtime PCR showed that FAM134B mRNA levels was significantly increased in liver
tissues than in adjacent non-tumor tissues ( P <0. 05) and in HepG2 cells than in 102 cells ( P <0.05) . While
Western blot showed that FAM134B protein expression levels was higher in liver tissues compared with adjacent
non-tumor tissues and higher in HepG2 cells compared with 102 cells. Moreover the expression difference of
FAMI34B was correlated with tumor size serum alpha fetoprotein( AFP)  portal vein tumor thrombosis extrahe—
patic metastasis adjaent organ invasion differentiation grade ( P <0.05) but not with gender age hepatitis B
virus cirrhosis and lymphatic invasion( P >0.05) . In other words when the expression level of FAM134B in—
creased it had larger tumor size higher AFP deeper tumor adjacent tissues and lower defferentiation grade. Con—
clusion FAMI134B is highly expressed in hepatocellular carcinoma. And FAM134B may plays an important role in
the development invasion and metastasis of hepatocellular carcinoma.

Key words family with sequence similarity 134 member B; hepatocellular carcinoma; clinicopathological fea—

tures



