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high level. After the application of DDP combined with rapamycin the migration ability and invasive ability of the

three cell lines decreased significantly( P <0. 01)

moreover the survival rate of the three cell lines was decreased

significantly so did the IC,,( P <0.01) . Western blot showed that rapamycin significantly down-regulated the ex—

pression of PI3K AKT and mTOR proteins in PANCH and BxPC3 cells
AKT and mTOR decreased p-mTOR protein expression

inhibited the phosphorylation of PI3K

but its effect on the expression of mTOR protein in

SW1990 was weaker. Conclusion Rapamycin can reduce the migration and invasion of pancreatic cancer cells in—

crease the sensitivity of pancreatic cancer to cisplatin and reverse the resistance of cisplatin. This process is a—

chieved by inhibiting the expression and phosphorylation of mTOR signaling pathway related proteins.
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Recombinant expression and application of rubella virus El

antigen specific fragment in yeast system
Li Xiuyi Gao Dongmei Zhang Shouzhu et al
( Dept of Clinical Laboratory The Third Affiliated Hospital of Anhui Medical University
The First Peoples Hospital of Hefei Hefei 230061)

Abstract Objective 'To express and purify E1 protein by eukaryotic system and to establish the ELISA detection
method for rubella virus antibody with recombinant E1 protein as coating antigen. Methods The E1 dominant anti—
gen epitopes were predicted by bioinformatics. The nucleic acid sequence of the rubella virus E1 dominant fragment
was obtained by whole gene synthesis according to the expression characteristics of eukaryotic system and the eu—
karyotic expression vector was constructed. The expression of E1 protein was induced in eukaryotic system and puri—
fied. The antigenicity of El protein was confirmed by Western blot. ELISA detection system was established and
100 clinical serum samples were preliminarily detected. Results SDS-PAGE results confirmed that the recombi—
nant E1 protein was highly expressed in yeast. Western blot results confirmed that the E1 protein had good antigeni—
city. A method for detecting IgM by indirect ELISA was successfully established. The kit had both the good sensi—
tivity and specificity showed by the results of preliminary detection of clinical serum samples. Conclusion Our
self-built ELISA detection system has the high sensitivity and specificity and it can be used to detect the early in—
fection of rubella virus.
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