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miR-455b-3p regulates adipocyte differentiation and
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Abstract Objective To investigate the differential expression of microRNAs ( DE-miRNAs) in patients with cor—
onary atherosclerotic heart disease ( CAD) and non-CAD in which miR-455b-3p chemotaxis of adipocytokines adi—
ponectin( APN)  Kruppeldike factor 4 ( KLF4) interleukin-6 ( IL-6) and monocyte cytokines protein 1 ( MCP)
secretion and its effects on adipocyte differentiation. Methods Epicardial adipose tissue( EAT) and blood samples
were collected from CAD (34 cases) and non-CAD ( 16 cases) patients. DE-miRNAs in EAT were screened by
miRNA microarray technique. Real-time quantitative PCR ( qRT-PCR) was used to detect miR-455b-3p in speci—
mens. The expression level of miR-455b-3p mimics miR-455b-3p inhibitors and NC were transfected into precur—
sor. The expression of APN KLF4 IL-6 MCP- mRNA and adipocyte differentiation markers peroxisome prolifer—
ator-activated receptor-gamma ( PPARy) and CCAAT/enhancer binding protein o ( C/EBPa) and fatty acid bind-
ing protein 4 ( FABP4) mRNA were detected by qRT-PCR after 24 h of transfection. Results Compared with the
non-CAD group 29 DE-miRNAs were screened out in the EAT specimens ( P <0. 05 difference multiples >2)
of which 10 were down—regulated and 19 were up—regulated. miR-455b-3p was a DE-miRNA that had a complemen—
tary binding site or was closely related to the ADIPOQ 3<UTR. The qRT-PCR results showed that the expression of
miR-455b-3p was elevated in CAD patients compared with the non-CAD group. Compared with the miR-NC group
after transfection of miRs of miR-455b3p the expression of APN and KLF4 mRNA was decreased and the expres—
sion of IL-6 and MCP-4 mRNA was increased in mature 3T3-.1 adipocytes; After transfected miR-455b-3p inhibi-
tor APN and KLLF4 mRNA expression levels increased 1L-6 and MCP4 mRNA expression decreased; adipocyte
differentiation markers PPARy C/EBPa FABP4 mRNA expression increased. Conclusion There are differenti—
ally expressed miRNAs in EAT of CAD patients in which miR-455b-3p is highly expressed. miR-455b3p affects
the expression of adipocytokines APN KLF4 IL-6 and MCP- and promotes adipocyte differentiation and mature
thereby affecting the occurrence and development of coronary heart disease.
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