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A
Accession Description "Coverage #Peptide:
Q15233 Non-POU domain-containing octamer-binding protein 63% a2
P61978 ink 32% % B
P26599  Polypyrimidine tract-binding protein 1 30% 23 2
Q9UMS4  Pre-mRNA-processing factor 19 20% 19 42
043172 U4/U6 small nuclear ribonucleoprotein Prp4 6% 25 19
060832 H/ACA ribonucleoprotein complex subunit 4 2% 20 12
P02768 Serum albumin 8% 6 20
P08670  Vimentin 35% % 18
P19338  Nucleolin 2% 19 5]
075131 Copine-3 37% 18 16
26368 Splicing factor UAF 65 kDa subunit 51% 14 10
043660  Pleiotropic regulator 1 1% 13 30
Q99829 Copine-1 2% 13 a1
QsY310  tRNA-splicing ligase RtcB homolog 4% 15 30
P52272 | M 28% 16 29
P04264  Keratin, type Il cytoskeletal 1 7% 16 2%
P14866 i L 6% 16 2
095758  Polypyrimidine tract-binding protein 3 35% 14 23
P13645  Keratin, type | cytoskeletal 10 3% 14 2
B Accession Description "Coverage #Peptides #PSMs Score
P02768 Serum albumin 5% 4 72
Q9UMS4  Pre-mRNA-processing factor 19 7% 17 55
P19338  Nudleolin 2% 13 2
Q15233 Non-POU domain-containing octamer-binding protein 26% 9 26
P61978 nuclear i ink 30% 1 2
043660 Pleiotropic regulator 1 2% 8 20
075131 Copine-3 2% 8 18
P08670 Vimentin 30% 1 17
P26599  Polypyrimidine tract-binding protein 1 2% 5 10
Q9HEFS  Coiled-coil domain-containing protein 86 % 7 1
043172 U4/U6 small nuclear ribonucleoprotein Prps 18% 7 1
P14866 nuclear ril inL 18% 7 8
P04264  Keratin, type Il cytoskeletal 1 u% 6 7
P35527  Keratin, type | cytoskeletal 9 5% 4 s
Q9Y3I0  tRNA-splicing ligase RtcB homolog 1% 5 6
QsT310 G patch domain-containing protein 4 6% 4 6
Q99829 Copine-1 n% 3 4
P13645  Keratin, type | cytoskeletal 10 7% 3 4
P09874  Poly [ADP-ribose] polymerase 1 5% 4 5

C accession pescription

"Coverage #Peptides #PSMs Score
9%

1374

Q96A08  Histone H2B type 1-A 1 1 219
P14366 nuclear ril 2% 1 1 218
Q15907  Ras-related protein Rab-118 6% 1 1 217
QSRKV6  Exosome complex component MTR3 6% 1 1 216
P62753 40S ribosomal protein S6 5% 1 1 215
P61313 60S ribosomal protein L15 4% 1 1 215
Q9¥399 285 ribosomal protein S2, mitochondrial % 1 1 215
Q15233 Non-POU domain-containing octamer-binding protein 3% 1
Q16594 Transcription initiation factor TFIID subunit 9 4% 1 1 2.09
060762 Dolichol subunitl 4% 1 1 2.08
P78559  Microtubule-associated protein 1A 0% 1 1 207
Q9BYD2 395 ribosomal protein L9, mitochondrial 6% 1 1 2.07
P37108  Signal recognition particle 14 kDa protein 7% 1 1 2.07
Q01081 Splicing factor U2AF 35 kDa subunit 8% 1 1 2.06
P46781 40 ribosomal protein S9 8% 1 1 20
P61981 14-3-3 protein gamma 6% 1 1 2
QBWUUS  GATA zinc finger domain-containing protein 1 7% 1 1 199
Quaisy nuclearri in A0 % 1 1 19
Q00325 Phosphate carrier protein, mitochondrial 3% 1 1 197
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To explore the target protein of HGC27 aptamer in human

gastric cancer cells with high metastasis
Liu Haobo Liu Tao Wang Yalei et al

( Dept of Gastroenterology The First Affiliated Hospital of Anhui Medical University Hefei 230022)
Abstract  Objective To explore the target protein of aptamer LW-25 which can specifically identify the highly
metastatic gastric cancer cells ( HGC27) . Methods The aptamer ( LW25) has been synthesized for the specific
recognition of highly metastatic gastric cancer ( HGC27) cells but not for non-metastatic gastric cancer cells
( AGS) . Firstly the target type of aptamer of nucleic acid was identified as protein by trypsin digestion cell method.
Then the protein was extracted by the method of protein extraction and the target protein bound by LW25 was en—
riched by the affinity enrichment experiment mediated by aptamer of nucleic acid. After isolation by SDS-PAGE
the differential bands of the potential target protein were found. At last the protein in the differential bands were i—
dentified by biological mass spectrometry and the potential target protein was obtained by correlation analysis. Re—
sults The differential bands were found by SDS-PAGE. By mass spectrometry the amount of protein( NONO) in
the aptamer LW-=25 sample group was extremely high and the amount of protein in the library control group was
very small and that in the agarose gel beads group was almost nothing. Therefore NONO was the most obvious dif—
ferential protein. Conclusion NONO is a potential target protein of LW-25 and may be an important protein cau—
sing metastasis of gastric cancer.
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