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Effect of artemisinin on gene expression profile of hepatocarcinoma cells
Wang Huiguo' Cai Ke'®> Han Xinlong' * et al
(' College of Life Science and Technology Dalian University Dalian 116622;
*Dalian Institute of Chemical Physics Chinese Academy of Sciences Dalian 116023;
*College of Traditional Chinese Medicine Southern Medical University Guangzhou 510515)

Abstract Objective To analyze the inhibitory effect of artemisinin on the proliferation of hepatoma cells and the
changes in intracellular microRNA expression profiles. Methods Human hepatoma cells HepG2 and Huh7 were se—
lected and different concentrations of artemisinin were administered for different time periods. The inhibitory effect
of artemisinin on human hepatoma cells was analyzed. The miRNAs in the two liver cancer cells were sequenced
and analyzed using high-throughput sequencing technology. Results  Cell viability experiments and cell cloning ex—
periments showed that artemisinin inhibited the proliferation of human hepatoma cells HepG2 and Huh7 in a time-
and dose-dependent manner( P <0. 05) . Ten new miRNAs were found in hepatoma cells HepG2 and Huh7 and dif-
ferentially expressed miRNAs were screened in comparison with blank controls. There were 4 identical differentially
expressed miRNAs. The enrichment analysis of the target gene showed that artemisinin mainly regulates the Rapl
signaling pathway in HepG2 cells and mainly regulates the MAPK signaling pathway in Huh7 cells. Conclusion
Artemisinin can inhibit the proliferation of HepG2 and Huh7 cells and can change the miRNA expression profile of
liver cancer cells.
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