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PMELIL7 as a target for antibody drug conjugate therapy in melano—

Study on the association of IKZF4 and

PMEL copy number variation with vitiligo
Yang Jingjing Tang Xianfa Zhang Anping
( Dept of Dermatology The First Affiliated Hospital of Anhui Medical University
Institute of Dermatology Anhui Medical University Hefei 230022)

Abstract  Objective To explore the relationship of IKZF4 and PMEL gene CNV with vitiligo. Methods 1 101
cases and 1 101 healthy controls were collected probes were designed gene copy number polymorphism analysis
was performed using TagMan Real-time PCR system SDS 2. 4 software was used to output IKZF4 and PMEL gene
copy number and SPSS 19. 0 was used for data collation and results statistical analysis. Results (D Individuals
with two or more copies of IKZF4 gene increased the risk of vitiligo (P =0.03 OR=1.30 95%CI: 1.07 ~1.57,

P=0.04 OR=1.31 95%CI: 1.00 ~1.71) and individuals with less than two copies of IKZF4 gene decreased
the risk of vitiligo (P =3.90 x10™° OR =0.53 95%CI: 0.41 ~0.67) ; ) Individuals with two copies of PMEL
gene increased the risk of vitiligo (P =3.90 x10™® OR =0.53 95% CI: 0.41 ~0.67) . Incidence risk ( P =

1.03 x1077 OR=3.03 95%CI: 2.05 ~4.57) . Individuals with less than 2 copies of PMEL gene reduced the
risk of vitiligo (P =4.69 x10™* OR =0.23 95% CI. 0.13 ~0.38). @ Patients with more than 2 copies of
IKZF4 and PMEL genes significantly increased the risk of vitiligo associated with autoimmune diseases ( P =3. 49 x

107" OR=2.38 95%CI: 1.47 ~3.76; P =0.006 OR=4.06 95%CI: 1.38 ~10.77) and there was no sig—
nificant correlation between the copies of IKZF4 and PMEL genes and other clinical subtypes of vitiligo ( P >

0. 05) . Conclusion The CNV of ZKF4 and PMEL genes are associated with susceptibility to vitiligo and their
CNV may affect the disease phenotype ( vitiligo accompanied by other autoimmune diseases) but they have no sig—
nificant correlation with other phenotypes of vitiligo ( such as age of onset gender lesion area clinical type fami—
ly history homomorphic response etc) .
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