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ance of patients. Results The level of IL-26 in HBV-ACLF patients was significantly higher than that in non-aclf
patients. The expression of IL26 was positively correlated with creatinine( CREA) and activated partial thrombo—
plastin time( APTT) . Multivariate logistic analysis showed that total bilirubin( TBIL) and 126 were independent
risk factors. The prognostic model AUC( 0. 933) established by 11.26 combined with MELD was more sensitive and
accurate than single index. Serum IL-26 >1 019. 68 pg/ml had reliable prognostic accuracy in predicting 90-day
mortality in patients with HBV-ACLF. Conclusion The level of IL26 significantly increased in patients with HBV -
ACLF  which has important clinical significance and application value in monitoring the condition and prognosis of
patients with HBV-ACLF.
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Correlation between the expression of CYFIP1 and the

occurrence and development of hepatocellular carcinoma
Gu Jiong Cui Xiao Hou Hui et al

( Dept of General Surgery The Second Affiliated Hospital of Anhui Medical University Hefer 230601)
Abstract Objective To study the expression of CYFIP1 gene in HCC tissue and its biological mechanism in the
development of hepatocarcinoma ( HCC) . Methods The expression of CYFIP1 in 80 pairs HCC tissues was evalu—
ated by staining of tissue microarray slides ( TMA) and its clinical relevance was evaluated. The apoptosis assay
was conducted with Annexin V-FITC/PI staining. The expression of CYFIP1 in HepG2 cells was performed with
Western blot. Results
sues ( P =0.031) tumor size and prognosis of HCC patients.
Knock down of CYFIP1 by shRNA in HepG2 cells increased the proliferation ( P =0. 019) and decreased the apop—

tosis ( P =0.021) of HepG2 cells. Conclusion CYFIP1 is a suppressor gene in HCC which may be a potential

The expression of CYFIP1 in HCC tissues was lower than that in adjacent normal liver tis—

which was clinically relevant with tumor grades

prognostic marker in HCC.
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