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cardiac color Doppler ultrasound. Plasma biochemical indicators were detected by automatic biochemical analyzer.
Histopathological changes were observed by Masson HE and TUNEL staining. Apoptosis index was detected by
TUNEL staining. Immunohistochemistry and Western blot were used to detect related protein expression. Results
The results of cardiac color Doppler ultrasound showed that troxerutin significantly improved cardiac function. Mas—
son HE and TUNEL staining showed that compared with the model group the cardiomyocytes in the low-dose
group and the high-dose group were arranged neatly the membrane was intact the tissue fibrosis was reduced and
the collagen fibrosis was alleviated more effectively in the high-dose group ( P <0. 05) . TUNEL results showed that
troxerutin significantly reduced myocardial apoptosis index ( P <0.01) . Immunohistochemistry and Western blot
showed that troxerutin could inhibit the expression of Collagen I and Caspase3 ( P <0.05) and enhance the ex—
pression of p-AKT and pXIAP ( P <0.05) . Conclusion Triclopine has a certain improvement effect on myocar—
dial lesions in type 2 diabetic rats and its mechanism may be related to activation of AKT/XIAP signaling path—
way inhibition of myocardial apoptosis and myocardial fibrosis.
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MALDI-TOF MS
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Detection of tigecycline resistance of Acinetobacter
baumannii by MALDI-TOF MS

Li Rongrong' FangYaping” Li Yajuan' et al
('Dept of Laboratory Medicine The First Affiliated Hospital of Anhui Medical University Hefei 230032;
*Dept of Laboratory Medicine The Second Affiliated Hospital of Anhui Medical University Hefei 230601)

Absrtact  Objective To evaluate the identification effect homology analysis ability and selfdibrary effect of
MALDI-TOF MS technology for Acinetobacter baumannii. Methods 107 strains of Acinetobacter baumannii were
identified by MALDI-TOF MS technology and then drug sensitivity analysis was carried out. Tigacycline-resistant
and tigacycline-susceptible Acinetobacter baumannii were screened out. Databases of tigacycline—resistant and tiga—
cycline-susceptible Acinetobacter baumannii were established using the screened Acinetobacter baumannii. Finally
self-built databases were verified. Results MALDI-TOF MS identified 107 strains of bacteria as 103 strains of
Acinetobacter baumannii 3 strains of Acinetobacter junii and 1 Acinetobacter nosocomium. K-B and broth dilution
methods were used to detect the sensitivity of 103 strains of Acinetobacter baumannii to tegacycline. 37 strains of
Acinetobacter baumannii resistant to tegacycline and 39 strains of Acinetobacter baumannii susceptible to tegacy—
cline were obtained. The consistency rate of the methods was 68. 82% (64 /93) . Homology analysis for 76 strains of
Acinetobacter baumannii revealed the distribution of pan-drug—resistant Acinetobacter baumannii in hospital. For
self-built databases the correct detection rate of tigacycline—resistant Acinetobacter baumannii and tigacycline-sen—
sitive Acinetobacter baumannii was 87.4% and 77. 5% respectively. Conclusion MALDI-TOF MS can quickly i-
dentify Acinetobacter baumannii  Acinetobacter junii and Acinetobacter nosocomium and it can carry out Homolo—
gy analysis of Acinetobacter baumannii. The resistance of Acinetobacter baumannii to tegacycline can be predicted
by self-built databases.
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