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Effect of MAST3 on proliferation
and migration in gastric cancer SGC7901 cells

Wang Lei

Abstract  Objective

Chen He Zhang Min et al
( Dept of Clinical Laboratory The First Affiliated Hospital of Anhui Medical University Hefei

230022)

To investigate the effect of MAST3 on proliferation and migration in SGC 7901 cells.



* 528 Acta Universitatis Medicinalis Anhui 2020 Apr; 55(4)

12020 -4 -7 16:48 > http: //kns. cnki. net/kems/detail /34. 1065. r. 20200403. 1821. 009. html

miR-486-5p FOXO1

miR486-5p ( CRC) ; miR486-5p mimic ~ CSCs N
CRC ( CSCs) miR486-5p ( P<0.05) o CSCs,gasss, (P
CRC CSCs FOXO1 o <0.05) . TargetScan7. 1
qRT-PCR miR-486-5p CRC SW480. FOXO01 miR-486-5p miR-486-5p mimic

HCT116.SW620  HT29 NCM460 FOX01 mRNA (P<0.05) . miR-486-

o HCT116 CSCs. Western blot 5p CRC CSCs miR-486-5p
Nanog.S0X2.0CT4 miR486-5p  CSCs FOXO1 CSCs .

o miR-486-5p mimic (NC) ; CSCs; miR-486-5p; FOXOI;
48 h MTS CSCs Transwell CSCs R 735.3

Boyden C8Cs : A 1000 — 1492( 2020) 04 ~ 0528 06

( G418) miR4865p  CSCs

doi: 10. 19405 /j. enki. issn1000 — 1492.2020. 04. 009
BALB/c miR486-5p  CSCs

o Targetscan 7. 1
argeisean ( colorectal cancer CRC)

miR4865p  FOXOI qRTPCR
miR4865p  CSCs  FOXOl mRNA .
b CRC
qRTPCR miR4865p  CRC
( P<0.05) . OCT4.Nanog.SOX2 CRC 5
CSCs ' miR4865p  CSCs 50% ~65% * . CRC
2019 =11 -27
( : 5, CRC
MJ2017Y065)
! 2 430010 y
: E-mail: gan20140204 @ CRC °
126. com CRC

Methods Western blot and qRT-PCR were used to detect MAST3 expression in gastric cancer tissues. MAST3—
RNAi and pEx-3-MAST3 were further transfected into SGC-7901 cells and the expressions of CyclinD1 ~C-myc
MMP9 and MMP3 were detected by qRT-PCR and Western blot respectively and the effect of MAST3 on the pro—
liferation and migration of SGC 7901 cells was observed. Cell cycle was detected by flow cytometry. Results
Western blot results showed that MAST3 was significantly higher in gastric cancer tissues than that in adjacent tis—
sues( P <0.01) and the expression increased significantly after TGF31 stimulation. After MAST3-RNAI inhibited
the expression of MAST3 the expression of CyclinD1 and C-myc protein was significantly lower than that of the
control group( P <0.01) and the cells in S phase and G, /M phase significantly decreased while the expression of
MMP-9 and MMP-3 protein was also significantly lower than that of the control. The expression of CyclinD1 and C-
myc protein was significantly higher than that of the control group after pEx3-MAST3 over-expression of MAST3( P
<0.01) and the cells in S phase and G, /M phase significantly increased MMP-9 and MMP-3 protein expression
was also significantly higher than of the control group. Conclusion MAST3 can regulate the proliferation and mi—

gration of gastric cancer SGC7901 cells.
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