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at fracture site

the expression of bone morphogenetic protein2 ( BPM-=2)

runt—related transcription factor 2

(RUNX2) and zinc finger transcription factor (OSX) in bone callus tissue increased while the levels of serum

bone alkaline phosphatase (BALP) bone gla protein ( BGP) and procollagen type [ carboxy-erminal peptide
(PICP) decreased (P <0.05). And the effect was better than that in OVX + ESW group and OVX + PRP group.

Conclusion ESW combined with PRP can promote bone healing in rats with osteoporotic fracture which may be
related to down—regulation of BALP BGP and PICP levels and up-regulation of BPM2 RUNX2 and OSX expres—

sion.

Key words

extracorporeal shock wave; plateletrich plasma; osteoporosis; bone healing



- 428

Acta Universitatis Medicinalis Anhui 2020 Mar; 55( 3)

1
1.1
2018 1 ~2019 1
(MALDI-TOF MS)
8739
ATCC700603 o
1.2 ( heal
force ) ; GeneAmp970 ( PE
);C880V CO, N (
Bio-Rad ) ; VITEK MS (
)o ( 0XOID ); N
( C );
DNA Marker. Premix TaqTM ( TaKaRa );
VITEK MS CHCA ( );
( );
Muller-Hinton (
)
1.3 vitek-compact2
1.4
22 h
=5 mm .,
1.5 PCR N
37 C 18
~22 h 4 ~5 500 pl TE
10 s 10
min 5 min 12 000 r/min 10 min
300 wl EP
DNA o PCR K1.K2.K5.K20.K54.
K57 6 rmpA . aerobactin. alls .
Kfu.wcaG.magA . fimH 7 o
94 «C 30s 94 C 60 s 50 ~59 C
90 s 72 C 60 s 35 72 C
10 min. [N
1o
1.6 PCR CRISPR-CAS
e CRISPRH . CRISPR2. CASI 3

(bp) ()

K1 F: GGTGCTCTTTACATCATTGC 1283 50
R: GCAATGGCCATTTGCGTTAG

K2 F: GACCCGATATTCATACTTGACAGAG 641 52
R: CCTGAAGTAAAATCGTAAATAGATGGC

K5 F: TGGTAGTGATGCTCGCGA 280 53
R: CCTGAACCCACCCCAATC

K20 F: CGGTGCTACAGTGCATCATT 741 54
R: GTTATACGATGCTCAGTCGC

K54 F: CATTAGCTCAGTGGTTGGCT 881 52
R: GCTTGACAAACACCATAGCAG

K57 F: CTCAGGGCTAGAAGTGTCAT 1037 54
R: CACTAACCCAGAAAGTCGAG

rmpA F: ACTGGGCTACCTCTGCTTCA 516 53
R: CTTGCATGAGCCATCTTTCA

weaG F: GGTTGGKTCAGCAATCGTA 169 53
R: ACTATTCCGCCAACTTTTGC

aerobactin F: GCATAGGCGGATACGAACAT 556 55
R: CACAGGGCAATTGCTTACCT

Kfu F: ATAGTAGGCGAGCACCGAGA 520 55
R: AGAACCTTCCTCGCTGAACA

alls F: CCGAAACATTACGCACCTTT 508 57
R: ATCACGAAGAGCCAGGTCAC

magA F: GGTGCTCTTTACATCATTGC 1283 59
R: GCAATGGCCATTTGCGTTAG

fimH F: GCTCTGGCCGATACCACCACGG 425 58
R: GCGTAGTAACGTGCCTGGAACGG
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alls 6(42.9) 0(0.0) 6(9.8)
Kfu 7(50.0) 12(25.5) 19(31.1)
weaG 5(35.7) 7(14.9) 12(19.7)
magA 5(@35.7) 7(14.9) 12(19.7)
fimH 14(100.0) 46(97.9) 60(98.4)
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Distribution of virulence gene of Klebsiella pneumoniae

in blood stream infection and its correlation with CRISPR-CAS system
Song Guobin Wang Gang Huang Ying et al
(Dept of Laboratory The First Affiliated Hospital of Anhui Medical University Hefei 230022)

Abstract Objective To analyze the distribution characteristics of common capsular serotypes and virulence genes
of Klebsiella pneumoniae with positive blood flow infection in the First Affiliated Hospital of Anhui Medical Universi—
ty and to explore the correlation between virulence genes and CRISPR-CAS system. Methods 61 strains of Kleb—
siella pneumoniae were collected from blood culture bottles and identified as Klebsiella pneumoniae. The susceptibil—
ity of Klebsiella pneumoniae to commonly used antibiotics was detected by disk diffusion method and ViteK-compact
2 instrument. Klebsiella pneumoniae with high mucus type were screened by wire drawing test. Six common capsular
serotypes(K1 K2 K5 K20 K54 K57) seven virulence—related genes(rmpA aerobactin alls Kfu wecaG
magA fimH) and three CRISPR-CAS system genes( CRISPR- CRISPR2 CAS1) were detected by polymerase
chain reaction(PCR). Results The serotypes of capsule were mainly K1 and K2 and the detection rates were
19.7% and 13. 1% respectively. KS K20 and K57 serotypes were detected in one case while K54 serotypes were
not detected. The detection rates of virulence genes rmpA aerobactin alls Kfu wcaG magA and fimH were
32.8% 23.0% 9.8% 31.1% 19.7% 19.7% and 98.4% respectively. 14 strains were screened for high
mucus phenotype. 11 strains were detected as positive by CRISPR-CAS system and the detection rate was 18%.
Compared with the negative strains of CRISPR-CAS system the virulence gene carrying rate of CRISPR-CAS sys—
tem was higher and the difference was statistically significant by x* test (P <0.05). Conclusion K1 and K2 are
the main serotypes of Klebsiella pneumoniae. The virulence genes mainly exist in the strains with high mucus pheno—
type. The virulence gene carrying rate of CRISPR-CAS positive strains is high.
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