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Studies on SIRT2 gene knockdown in breast

cancer MDA-MB-231 cells by RNAi technique

Zhang Zhou' Deng Xiaochong” Zhang Jun' et al
('Dept of Surgery Shidong Hospital Yangpu Destrict Shanghai 200438;
*Dept of General Surgery Tenth People’s Hospital of Tongji University Shanghai 200072)
Abstract Objective To study the effect of sirtuin2( SIRT2) on proliferation and migration of human breast canc—
er MDA-MB-231 cells. Methods Real-time fluorescence quantitative PCR( qRT-PCR) was applied to detect
SIRT2 mRNA expression in breast cancer MDA-MB-231 cells. MDA-MB-231 cells were transfected with small in—
terference RNA( siRNA) targeting SIRT2 in the experimental group and also with negative control sequence in
the control group. The proliferation ability of MDA-MB-231 cells was detected by MTT assay and cell colony forma—
tion assay and the migration abilityof MDA-MB-=231 cells was assessed through wound healing assay. Results The
expression of SIRT2 mRNA in MDA-MB-231 cells transfected with SIRT2siRNA was lower than that in the negative
control group( P <0.01) . After transfection with SIRT2-siRNA cell proliferation clonality and migration of MDA -
MB-231 cells decreased( P <0.05) . Conclusion The proliferation and migration of breast cancer MDA-MB-231
cells were inhibited after SIRT2 knockdown which suggested that SIRT2 might function as an oncogene in triple

negative breast cancer cells.
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