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1 Real-time PCR

(5-3)
SNX1 F: AATTCTCCGAAGCCACAGCC
R: TCGGTAAGCTTGTCTGTGTGG
SNX2 F: AGCTAAAAACGAGATAAGAGAGTGG
R: GGAATGCCTCCCAGTACTTT
SNX3 F: CTCGAGATCGACGTGAGCAA
R: AGGGAGTGGGGGAACTACAA
SNX4 F: AACCGGGACCTAAAGGAAGC
R: TGGGGCTTTGATTGCAGAGA
SNX5 F: GCTGAGCCATAAATTGCCCG
R: CTCCAGCAACTCGGGAACC
SNX6 F: AGTCGTTCGACAACATGAGG
R: TTTGTCATCGACCCTTCCCC
SNX7 F: TCAGCATTTACAGACACGGCA
R: GGGAGGTCAGTCTGTGATGTG
SNX8 F: GAGGAAGTCACGTGGGCGA
R: CTCAGTGACCTGGGATGTTCG
SNX9 F: AACCGCAGACGGAGTCG
R: ACGGTCAGCTCATTGTTTCCA
SNX10 F: CTTGCCTCCTAGGCTGTGTT
R: CCCAGACACTCACGAACTCC
SNX12 F: AAGACCTGACCGACGCTTAC
R: TATAGCGTCGCCGTACACAG
SNX13 F: CCAACATCATCTGGGGTTCCT
R: ATAACTTGCTGGAGAGGCTCAT
SNX14 F: CCAAATTCAACAGAAGCACACAAA
R: ACCCCGTAATTAGGCAGCAC
SNX15 F: TTCCTGCGACACTACACAGTC
R: ATCCTCTGGGTCCTTCTTTGAG
SNX16 F: CCACCAGGTCCATTTGATAGC
R: TGCTCCAGGTTCTAAGGACAAT
SNX17 F: CTTCGGAAGGAGTATGGGGC
R: GGTCTTGCCGAACAGCTTG
SNX18 F: ATTGCCTTCACTGGAGACGC
R: TTCCACGTGTCGCCTACTCT
SNX19 F: CGGAGACAGAGTTAGCCGAC
R: GCGCTGGGGACATGTTAGAT
SNX27 F: AATCCGGCTACGGCTTCAAC
R: CCTCAACATTCACGCCGTTC
SNX30 F: CCAGTCCTTGCGCGACAT
R: CACCGTTGGGCAAGATGAGA
SNX31 F: GTTGCCAGCAGTGGTTTGTT
R: TGGCTCGGGTGCTTTTTACT
SNX32 F: TCACCCAAGCTCTTGGAACG
R: CAGATCCACTGACGTGGAGG
SNX33 F: AAATGTTTGCGGAACAGCCC
R: CTTCACCTTGGCAAAGGCAC
B-actin S: CCCATCTACGAGGGCTAT
R: TGTCACGCACGATTTCC
( n=>5
n=5), 1:300
15 ~ 60 min. PBS 3 5 min.
ABC 15 ~60 min. PBS 3
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Expression and localization of the sorting protein SNX4 in mouse testis
Li Kun' Liu Yue’ Huang Peng’ et al
(' Basic Medical College *Clinical Medicine College

Abstract Objective

in early endosomal substance transport. Methods

of Shanghai University of Medicine & Health Sciences

Shanghai 201318,;

*Dept of Histology and Embryology Shanghai Jiaotong University School of Medicine Shanghai 200025)

To investigate the expression of sorting nexin 4( SNX4) in mouse testis and its possible role

Real-time quantitative polymerase chain reaction ( Real-time—

PCR) was used to detect the difference in the expression of SNX 23 family members in mouse testis. Real-time

PCR was used to detect the differences in the expression of mRNA in liver

spleen kidney brain and testisof

mice. Immunohistochemistry and immunofluorescence staining localized the localization of SNX4 and Rab5 in testis
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and TM4 cells. Results
that in the liver( P <0.01) . In the testis the relative expressions of SNX1 and SNX4 in SNX family were higher.

The relative expression of SNX 4 in the testis of mice was about ( 15.49 +4.92) times

Immunohistochemical staining showed that SNX4 was localized in Sertoli cells of testis. Immunofluorescence stai—
ning showed that SNX4 and Rab family member of rat sarcoma( Ras) protein superfamily( Rab5) a marker of early
endosome were codocalized in Sertoli cell lines in testis of normal mice( TM4 cells) . Conclusion SNX4 is highly
expressed in Sertoli cells of mouse testis and co-ocalized with Rab5. The distribution of SNX4 protein suggests that
it may be involved in the endosomaltransportation and sorting of Sertoli cells.
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