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observe liver pathology ELASA was used to detect alanine aminotransferase ( ALT) and aspartate aminotransferase
( AST) protein levels at different times (O h 12 h 24 h 36 h 48 h 72h 5d 7 d) after surgery. Western blot
analysis was used to detect the expression of TRPM7 and PCNA in liver tissues at different times after operation. 1.—
02 cells proliferation was induced by recombinant human interleukin 6 ( IL-6) and the expression of TRPM7 was
detected by Western blot method. TRPM7 channel was blocked by 2-Aminoethoxydiphenyl borate (2-APB) L-02
cells viability was detected by MTT assay and protein expressions of proliferating cell nuclear antigen ( PCNA)
phosphorylated signal transducers and activators of transcription 3 ( p-STAT3) were detected by Western blot meth—
od. Results After PHx it was observed that tissue hyperplasia was obvious the cell volume became larger the
proliferating hepatocyte cord was arranged with different degrees of disorder while inflammatory cell infiltration was
accompanied. ALT and AST protein levels increased significantly after PHx and peaked at 12 h  and then gradually
decreased to normal levels. The protein level of TRPM7 in mouse liver tissue increased significantly after PHx and
lasted for 72 h ( P <0.05) which was correlated with changes in cell proliferation protein PCNA expression levels.
IL-6 induced a significant increase in L-02 cell viability and TRPM7 protein levels. IL-6-induced increase of hepa—
tocyte viability was inhibited by 2-APB in a concentration-dependent manner and PCNA and P-STAT3 levels were
also decreased after blocking TRPM7 channel. Conclusion TRPM7 increased expression during liver regeneration
and hepatocyte proliferation and inhibition of TRPM7 channel by 2-APB inhibited hepatocyte proliferation through
reducing STAT3 phosphorylation indicating that TRPM7 plays an important role in hepatocyte proliferation.
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An association study between polymorphisms

in the TLRS gene and risk of non-cardia gastric cancer
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Abstract Objective To investigate the association between single nucleotide polymorphisms ( SNP) of the TLRS
gene and the risk of non-eardia gastric cancer and to supply theoretical and experimental basis for early diagnosis
and treatment of non-cardia gastric cancer. Methods Using case-control study design 288non-eardia gastric canc—
er patients diagnosed by histopathology were selected as the case group while 281 community physical examinees
were selected as the normal control group and they were all Han population in Baotou. SNP rs34270714
rs5744174 1s851139 and rs17163737 were genotyped using TagMan method. Haplotype was constructed by Haplo—
view software 4. 0. Odds ratios ( OR) and 95% confidence intervals ( CI) were measured by unconditional Logistic
regression analysis to evaluate the correlations of the alleles genotypes and haplotypes to the susceptibility to non—
cardia gastric cancer. Results In Baotou Han population the SNP rs17163737 of TLRS was associated with the
risk of non-eardia gastric cancer. Compared to GG genotype the GT genotype was associated with a significantly
increased risk of non-ecardia gastric cancer ( GT vs GG: OR =1.605 95% CI =1. 131 ~2.280) . Other SNPs were
not associated with the risk of non-cardia gastric cancer ( P >0. 05) . In addition there was a strong linkage dise—
quilibrium between rs5744174 1s851139 and rs17163737 which constituted a haplotype region ( Block) . Howev—
er there was no association between any haplotypes and the risk of non-cardia gastric cancer. Conclusion The
carriers of TLR5 rs17163737 GT genotype have an increased risk of non-cardia gastric cancer in Baotou Han popu—
lation.
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