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intervention)  basic fibroblast growth factor ( bFGF) group H,0, group BBR25 group BBR50 group and
BBR100 group. The proliferation rates in each group were detected by CCK8 method at different time points of in—
cubation. Apoptosis was detected by flow cytometry. The expression of proteins was detected by Western blot. The
expression of mMRNA was detected by real-time quantitative PCR ( RT-PCR) . Results After 48h of cell incuba—
tion cell proliferation rate in bFGF group BBR25 group BBRS50 group and BBR100 group was higher than that in
H,0, group ( P <0. 05) . Compared with the control group the expression levels of COL2A1 mRNA and proteins in
H,0, group decreased while the expression levels of MMP-3 and ACAN mRNA and protein increased. Compared
with H,0, group the expression levels of COL2A1 mRNA and proteins increased in bFGF group BBR25 group
BBR50 group and BBR100 group while the expression levels of MMP-43 and ACAN mRNA and protein decreased
(P <0.05). Conclusion BBR can inhibit NPCs apoptosis and ECM degradation in rats induced by H,0,. The
action mechanism may be related to activation of Notch signaling pathway.
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Inhibition of SIRT1 expression by miR-34a

regulates proliferation and apoptosis of human trophoblast cell
Li Hong' Wang Ping’ Huang Chenxi® et al
(' Dept of Obstetrics and Gynecology The Third Affiliated Hospital of Zhengzhou University Zhengzhou 450002;
*Dept of Clinical Laboratory The Third Affiliated Hospital of Zhengzhou University Zhengzhou 450002)

Abstract Objective To investigate the expression of microRNA-34a( miR-34a) and silent information regulator 1
( SIRT1) in the placentas of patients with pre-eclampsia and the effect of miR-34a on the expression of SIRTI as
well as the proliferation and apoptosis in HTR-8/SVeno cells. Methods Placental tissues were collected from pa—
tients with pre-eclampsia( n =30) and normal pregnant women( n =30) . MiR-34a mimic miR-34a inhibitor and
SIRT1 siRNA were transfected into HTR-8/SVeno cells. The expressions of miR-34a and SIRT1 were measured by
qRT-PCR and Western blot. Cell proliferation was determined by MTS assay. Apotosis was detected by flow cytom—
etry. Results The relative expression of miR-34a was significantly elevated and SIRT1 significantly reduced in the
preeclamptic placentas. Transfection with miR-34a mimic in HTR-8/SVeno cells decreased the expression of SIRT1
mRNA and protein. Meanwhile the rate of proliferation significantly decreased whereas the rate of apoptosis sig—
nificantly increased. However transfection with miR-34a inhibitor showed the opposite results. Moreover knock—
down of SIRT1 significantly inhibited the rate of proliferation and increased the rate of apoptosis of HTR-8/SVeno
cells. Conclusion MiR-34a may participate in the development of PE by inhibiting the expression of SIRT1 and
the proliferation of trophoblasts and inducing the apoptosis of trophoblasts.
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