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mononuclear cells ( PBMCs) were extracted and RNA was extracted for TCR immunohistochemistry library sequen—
cing followed by high-throughput sequencing data mining analysis. Results  After three hormone shocks there
was no significant difference in TCR diversity index V] family migration and V] family frequency among the im-
proved TAO patients. Conversely the high frequency V] family showed clonal expansion in worsening TAO pa—
tients. TAO remission was linked with the decrease of Th17 cells. Conclusion The mechanism of intravenous
shock therapy of TAO by methylprednisolone is the reestablishment of immune balance rather than the elimination of
autoreactive cloning.
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Analysis of the difference of miRNA expression profile

in endometrial stromal cell-derived exosomes
Wang Lixian' Hu Yueyang® Li Yan’ et al
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Abstract  To explore the difference of expression profiles of microRNA ( miRNA) in the exosomes of endometrial
stromal cells ( ESC) from different sources. The exosomes were isolated from 40 patients with endometriosis ( EMs)

( study group) and 40 patients with cervical intraepithelial neoplasia ( CIN) [lI underwent uterine surgery ( control
group) after ESC primary culture. Chip was used to detect the difference of miRNA expression profile between the
two groups. Real-time fluorescence quantitative PCR ( qRT-PCR) was used to detect the levels of miR205 and
miR-5423p in ESC exosomes. The target genes related to EMs of miRNA with higher up—+regulated and down-regu—
lated multiples were predicted. There were significant differences in the expression of 39 kinds of miRNA in ESC
exosomes between the study group and the control group ( P <0.05) among them there were 14 up-regulated
miRNA  with the up-regulated multiple of miR-205 was the highest; there were 25 down-regulated miRNA  with
the down-regulated multiple of miR-542-3p was the highest. qRT-PCR showed that there was no significant differ—
ence between the levels of miR205 and miR-5423p in ESC exosomes with the chip detection multiples ( P >

0.05) . 26 genes related to EMs such as PTEN FBNI and SI00A2 were predicted to be differentially expressed
target genes of miRNA. There are many differentially expressed miRNA in ESC exosomes of EMs targeting a varie—
ty of EMs—related genes.
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