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recovery assessment they were divided into the postoperative incomplete recovery group ( n =52) and the postoper—
ative complete recovery group ( n =36) . The body mass index ( BMI) extracorporeal circulation ( CPB) time as—
cending aorta occlusion time deep hypothermia cycle arrest time intraoperative cerebral oxygen saturation history
of hypertension and surgical treatment timing within 24 hours of onset were retrospectively analyzed. Results Un-—
ivariate analysis showed that there were statistically significant differences in body mass index ( P =0.002) and
CPB time ( P <0.001) time of ascending aorta occlusion ( P <0.001) deep and low temperature shutdown cycle
time ( P <0.001) history of hypertension ( P =0.024) surgery within 24 hours of onset ( P =0. 006) and intra—
operative brain oxygen saturation ( P <0.001) . For the single factor analysis indicators to be statistically significant
in two classifications dependent variable Logistic regression analysis the results showed that extracorporeal circula—
tion time ( OR =1. 150 P =0.001) the cycle time of cryogenic stop ( OR =1.450 P =0.001) brain oxygen
saturation ( OR =0.918 P =0.002) hypertension ( OR =0.682 P =0.015) and within 24 hours of surgery
(OR=0.525 P =0.020) were statistically significant independent predictors. Conclusion Extracorporeal circu—
lation time deep hypothermia shutdown time intraoperative cerebral oxygen saturation history of hypertension
and surgery within 24 hours of onset were independent predictors of patients”recovery after type A dissection.
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Expression and clinical significance of miR46-5p and miR2233p

in plasma exosomes of patients with rheumatoid arthritis
Sang Chengchen Qian Long
( Dept of Rheumatology and Immunology The Second Affiliated Hospital
of Anhui Medical University Hefei 230601)

Abstract Objective By detecting the expression levels of miR-16-5p and miR-2233p in the plasma exosomes of
rheumatoid arthritis( RA) patients and normal people the relationship between them and clinical indicators of RA
was analyzed to further understand their clinical value in RA diseases. Methods ExoEasy Maxi kit was used to ex—
tract exosomes from RA patients and normal human plasma and miR46-5p and miR2233p were quantitatively
detected in exosomes using reverse transcription quantitative polymerase chain reaction technology. Results The
expression of exosomes miR-46-5p in the RA group 1.852 (1.084 2.532) was higher than that in the healthy
control group 0.995 (0.572 1.798)  and the difference was statistically significant ( P <0. 05) . However its
expression level in the RA active group 1.427 (0.950 2.314) was comparable to the RA stable group 1.970
(1.248 2.857)  and the difference was not statistically significant ( P > 0. 05) . The expression level of exo—
somes miR223-3p in the RA group 106.611 (46.813 223.841) was higher than that in the healthy control
group 47.586 (8.115 101.347) and its expression level in the RA active group 199.615 ( 104. 944

305.090) was also higher than that in the RA stable group 53.993 (21.524 107.707) (P <0.05). At the
same time the relative expression level of miR2233p was positively correlated with the patients " TJC SJC

DAS28-CRP and DAS28-ESR scores ( P <0.05) . Conclusion The abnormal expression of miR46-5p and miR-
2233p in plasma exosomes of RA patients suggests that they may play an important role in the pathogenesis of RA.
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