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in 86 diabetic patients ( 166 eyes) and 26 diabetic patients ( 26 eyes) who had no eye fundus changes after FFA
examination were included in the experimental group and 15 patients ( 25 eyes) with age and sex matching without
fundus disease were selected as the control group for OCTA examination. Two examination images were obtained

as well as a series of parameters such as blood flow density of 300wm paracentral fovea( FD-300) central fovea
shallow layer deep blood flow density and surrounding area of optic disc blood flow density. Results  FFA was
consistent with OCTA diagnosis DR ( Kappa =0.514 P <0.001) . Based on FFA foveal avascular zone change
was found in 74 eyes macular edema was found in 59 eyes retinal microhemangioma was found in 138 eyes reti—
nal neovascularization was found in 112 eyes nonperfused areas was found in 115 eyes. Based on OCTA the a—
bove fundus diseases were found in 81 52 125 103 101 eyes with no statistically significant difference ( P >
0.05) . Compared with the control group the density of FD-300 the blood flow density in the shallow layer the
density of the blood flow in the central fovea concave depression and the surrounding area of optic disc decreased

with statistically significant difference ( P <0.05) . Conclusion FFA and OCTA were generally consistent in diag—
nosing diabetic retinopathy while OCTA can detect the changes of partial blood flow parameters of DR without de—
tecting macular and optic disc lesions in FFA  providing a new index for early DM patients without changes of fun—

dus.
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Expression of CD155 protein in pancreatic cancer

tissues and cell lines and its clinical significance
Zhou Haibo' > Chen Jiong' > Wu Gaochua' * et al
('Dept of General Surgey *Laboratory of Hepatopancreatobiliary Surgery
The Affiliated Provincial Hospital of Anhui Medicine University Hefei 230001)

Abstract Objective To study the expression and clinical significance of CD155 protein in pancreatic ductal ade—
nocarcinoma tissues and adjacent normal tissues as well as in pancreatic cancer cell lines. Methods Immunohis—
tochemistry was used to detect the expression of CD155 in paraffin-embedded tissues and non-carcinoma adjacent
tissues from 92 cases of pathologically confirmed pancreatic ductal adenocarcinoma. And the relationship between
CD155 and clinical pathological parameters was analyzed. Western blot and qRT-PCR methods were also used to
detect the expression of CD155 in normal pancreatic cells ( HPDE6-C7) and three pancreatic cancer cells ( Panc4
BxPC3 AsPCH). Results The results of immunohistochemistry showed that CD155 was mainly expressed on the
cell membrane of pancreatic ductal adenocarcinoma tissues. The positive expression rate of CD155 in pancreatic
ductal adenocarcinoma tissues was 65.22% (60/92) while the positive expression rate in normal tissues adjacent
to the cancer was 38. 04% (35/92) the difference in positive expression between the two groups was statistically
significant ( x> =13.60 P <0.01) ; The expression of CD155 was ralated to the degree of pancreatic ductal adeno—
carcinoma differentiation ( P <0. 001) neural infiltration ( P <0.001) and lymph node metastasis ( P =0. 001) ;
Westen blot and qRT-PCR results showed that the expression levels of CD155 protein and mRNA in three pancreatic
cancer cells were higher than those in normal pancreatic cells and the differences were statistically significant com—
pared with normal pancreatic cells ( P <0.01) . Conclusion The expression of CD155 is correlated with the de—
gree of pancreatic ductal adenocarcinoma differentiation nerve invasion and lymph node metastasis. The detection
of CD155 is used to evaluate the severity of pancreatic ductal adenocarcinoma patients. At the same time CD155 is
highly expressed in pancreatic cancer cells. It may be possible to use CD155 to bind to the immune cell activating
receptor DNAMH to initiate the activation and killing effect of immune cells on pancreatic cancer and provide new
ideas for immunotherapy of pancreatic cancer.
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