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sion level of FAM72A and prognosis was analyzed through Kaplan-Meier Plotter. cBioPortal and STRING databases
were used to establish the FAM72A co-expression molecular network. KEGG pathway enrichment analysis and GO
enrichment analysis were done using DAVID. Results FAM72A was low expressed in normal liver tissues.
FAM72A expression in HCC tissues was higher than that in normal liver tissues( P < 0.05) . Expression of
FAM72A was correlated with age( P =0.006 8) pathological stage( P =0.018) T stage( P =0.022) and race( P
=0.034) . Patients with high expression of FAM72A tended to have poorer prognosis( P =0. 000 12) . FAM72A
co-expression genes involved in biological process including DNA transcription regulation of DNA transcription
cell division and nuclear division( FDR <0. 05) . KEGG pathway enrichment analysis showed that these genes were
involved in cell cycle RNA transport spliceosome DNA replication P53 signaling pathway base excision and
repair and other related pathways( FDR <0.05) . FAM72A co-expression molecular regulatory network was estab—
lished. Conclusion  Expression of FAM72A in HCC is higher and the patients with high expression level of
FAM72A have poorer prognosis. Expression of FAM72A is correlated with race age and pathological stage.
FAM72A may be potential therapeutic target and potential prognostic biomarker of HCC.
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Expression and significance of interleukin22 in peripheral
blood of patients with type 2 diabetes mellitus

Qian Yao' Xue Junli® Zeng Jiaoe’
(' Clinical Medical College Yangtze University Jingzhou 434020;
*Dept of Endocrinology Jingzhou Central Hospital Jingzhou 434020)

Abstract Objective To investigate the changes and clinical significance of interleukin22 ( IL22) and interleu—
kin22 binding protein ( IL22BP) in peripheral blood of patients with type 2 diabetes mellitus ( T2DM) . Methods
A total of 90 patients with T2DM were selected as the research objects of type 2 diabetes group and another 40
normal healthy people were selected as the control group. The levels of IL22 and IL22BP were measured by en—
zyme-inked immunosorbent assay ( ELISA) and biochemical indexes and chronic complications were recorded.
Results Compared with the normal control group the level of IL22 expression in T2DM group was lower ( P <
0.001) while the level of IL22BP was higher ( P <0. 01) . Correlation analysis showed that IL22 was negatively
correlated with IL22BP and ankle brachial index ( ABI) (p= -0.273 -0.312 P <0.01) positively correlated
with waist hip ratio ( WHR) fasting plasma glucose ( FPG) glycosylated hemoglobin ( HbA1C) and homeostasic
model assessment of insulin resistance ( HOMAR) (p=0.209 0.282 0.243 0.241 P <0.05) IL22BP was
negatively correlated with HbA1C and low density lipoprotein cholesterol ( LDL-C) to different degrees ( p =
-0.290 -0.208 P <0.05). Logistic regression analysis showed that IL22 and IL22BP levels were related
factors for the pathogenesis of T2DM. Compared with non-diabetic nephropathy group the expression of 1L22 in
diabetic nephropathy group decreased ( P <0.01) while the expression of IL22BP increased ( P <0.05) . Con-
clusion The level of 11.22 expression decreases and IL22BP expression increases in type 2 diabetic patients
which may be related to blood glucose control T2DM and diabetic nephropathy.
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