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weeks of induction the toluidine blue staining showed that the miR-205 overexpression group stained strongly posi—
tively in dark blue staining while the control group and miR-NC group were weakly light blue. Immunocytochemi—
cal staining showed that the cells and extracellular matrix of miR205 overexpression group were strongly positive
brown—yellow staining while those of the control group and miR-NC group were weakly positive yellowish staining.

Immunofluorescence staining showed that the red fluorescence intensity of miR-205 overexpression group was stron—
ger and the red fluorescence intensity of control group and miR-NC group was dim. The toluidine blue staining in
the control group and miR-NC group was weak light blue. The relative expression levels of Chfad mRNA and pro—
tein in the miR205 overexpression group were lower than those in the control group and miR-NC group and the
relative expression levels of Smad3 TGF-1 Col I mRNA and protein in the miR205 overexpression group were
higher than those in the control group and miR-NC group( P <0. 05) . Conclusion MiR-205 overexpression can
promote hASCs cell proliferation and differentiation towards chondrocytes which may play a regulatory role by in—
hibiting Cbfa- and activating TGF1/Smad3 signaling pathway.
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Effect of silencing PMEPA1 expression on proliferation and

migration of HepG2 HCC cells
Zhang Tao' Chen Qiang” Du Weidong® et al
('Dept of Pathology The First Affiliated Hospital of Anhui Medical University Hefei 230032;
*Dept of Pathology Anhui Medical University Hefei —230032)

Abstract  Objective  To observe the effect of silencing prostate transmembrane protein androgen induced 1
( PMEPA1) on proliferation and migration of HepG2 hepatocellular carcinoma ( HCC) cells. Methods qRT-PCR

immunohistochemistry and Western blot were used to detect the mRNA and protein expression of PMEPA1L in
HepG2 HCC cells. Besides the relationship between the expression of PMEPAL in liver cancer and its clinicopath—
ological features was analyzed. Additionally siRNA was employed to interfere with the expression of PMEPA1 in
HepG2 HCC cells. MTT and Transwell methods were adopted to detect the proliferation and migration of HepG2
HCC cells. Results The expression of PMEPA1 protein in liver cancer was higher than that in normal liver which
was correlated with tumour size ( P =0. 036 6) and lymph node metastasis ( P =0. 035 8) . Meanwhile it had no
correlation with gender age AFP level vascular infiltration histological grade and TNM stage of HCC patients.
Moreover the PMEPA1 protein and mRNA expression of PMEPA1-siRNA HepG2 HCC cells was down-regulated
(P<0.01) and the proliferation and migration of transfected cells in siPMEPA1 both decreased ( P <0.01) .
Conclusion The expression of PMEPA1 may promote the proliferation and migration of hepatocellular carcinoma
cells.
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