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The expression of RBM2S in colorectal cancer and

its effect on cell proliferation
Wang Fengjie Guo Aijun Gong Zhizhong et al
( Dept of Biology School of Life Science Anhui Medical University Hefei 230032)

Abstract Objective To investigate the expression of RNA binding motif protein 25 ( RBM25) in colorectal canc—
er ( CRC) tissues and further explore its effects on the function of CRC cells. Methods The TCGA database was
used to analyze the differential expression of RBM25 in CRC and corresponding normal tissues and the correlation
between the expression of RBM25 mRNA and the prognosis of CRC patients. QRT-PCR and Western blot were con—
ducted to determine the expression of RBM25 in the mRNA and protein levels in clinical CRC tissues and paired
normal tissues respectively. CRC cell line HCT 116 was transfected with RBM25-siRNAs and then CCK-8 exper—
iments and colony formation experiments were performed to investigate the effects of RBM25 knockdown on the
growth and proliferation of CRC cells. Results TCGA database analysis showed that the differential expression of
RBM25 mRNA between CRC tissues and corresponding normal tissues was not statistically significant ( P >0. 05)
but the level of RBM25 mRNA was negatively correlated with the patient’s prognosis ( P <0.05) ; The results of
qRT-PCR showed that RBM25 mRNA was higher in CRC tissues than that in paired normal tissues but the differ—
ential expression was not statistically significant ( P >0. 05) . Western blot results showed that RBM25 was upregu—
lated in CRC tissues ( P <0. 05) ; RBM25-siRNA knockdown retarded the growth and proliferation of CRC cell line
HCT 116 ( P <0.05) . Conclusion The upregulation of RBM25 protein promotes the growth and proliferation of
CRC cells suggesting that RBM25 may be related to the occurrence and progression of CRC.
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