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A/B JFA + b 28 B 7 s + B Bl U0 A A
FHBRZ Bt il U) 7= A2 3 A B2k 1955 cDNA FBE (499
~10 Bf3E) , IR A I HE LA cDNA i) % cDNA
F B K OSBRSS 149) A FB 978

1.10 SitZ24b1E  RA SPSS 24. 0 B4 LI K R
PTG AT e T AT L B v £ 3R,
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[KIZH DNA \PCR M IFREME LIk T 45 RULEI 1, LSS
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bp M1234567891011121314151617 18

2000
1000
750
500

250
100

1 MRERBLTE PCR ¥ E=MIREIERIKER
M:DNA FR#ES> T ;1 ~ 1818 HU/NFALK 4 DNA PCR §7 1 p=
YIBNEWE LK

2.2 RNA-Seq ##r&5R  EH 8 Ji#% LSS @bk
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(+/ =)/NEM WT C57BL/6 /N K25 S 36 15 LR 4R
7 LSS 24 A iR, S 80T /R H 320 AN FE R
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Whole-brain transcriptome analysis of wool

sterol synthase heterozygous knockout mice
Li Yanling,Li Yuhao,Sun Xiaomei,Zhang Jun,Zhang Sumei,Zhang Shengquan
(Dept of Biochemistry ,School of Basic Medical Sciences ,Anhui Medical University ,Hefet 230032, China)

Abstract Objective
cholesterol levels that may affect brain function. Methods
— ) mice and WT C57BL/6 mice were analyzed by RNA-SEQ, and the signal pathways involved in the differentially
expressed genes were analyzed by KEGG enrichment. The differential genes were detected by real-time quantitative
By RNA-SEQ analysis,
LSS( +/ =) heterozygous knockout resulted in the difference of 320 genes in the mouse brain,including 145 up-

To investigate the molecular changes of lanosterol synthase (LSS) gene dysfunction and

The differentially expressed genes in LSS knockout( +/

PCR and the protein expression of differential genes was detected by Western blot. Results

regulated genes and 175 down-regulated genes. KEGG enrichment analysis showed that these differentially expressed
genes involved in neural-activated receptor and ligand pathways , hippocampal signaling pathways and glutamate syn-
aptic pathways. Real-time quantitative PCR showed that CCKBR and Hitr5b were up-regulated, respectively. West-
ern blot results showed that CCKBR gene was highly expressed in the total protein of all brain tissues of LSS knock-
out( +/ — ) mice. Conclusion LSS heterozygotic knockout may affect brain function and animal behavior.

Key words lanosterol synthase;gene knockout mice ; RNA-Seq; enrichment analysis



