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FaE T EIESRT RNA LINC01224 45 5 i7 J= 20 B kk

I N EX BT 12N
EPF ARG BRNME A 220 RO NER

HWE BM #E R THKAIES S RNA (IncRNA)
LINCO01224 F3A 45 B G LoVo F1 SW620 41 ik | IF#8 3T
T LINCO1224 Rk 45 MM i T isg g, ik
i H GEPIA2 B4 2 43 HF LINCO1224 1E45 B W ¥ie 4 23 b i)
FEIKNE M s qPCR BT LINCO1224 7E 10 T A\ 45 5 19 40 g
AR, 3 B[R B9 LINCO1224 siRNA 43 )55 gk A
25 H 9 LoVo 400, UM LINCO1224 263850 & B E R
siRNA J¥ %] 4 £ LINCO1224 shRNA 2 95 3 #% &, 76
HEK293T 4iHtd P £ 2% A% 5 21 12 9 3 J00RE, TR G ToVo I
SW620 4L , 22 S04 55 2 0 16/ LA FRARS BRIk e e Tk
LINCO1224 B0 i e AL, MTS 34600 40 e 384 5 i o, i =X
AR A MR T2, &R LINCO1224 7E45 HnEd
ZUP R T IE W 45 B A 80, HAE 10 Fidh B 40 i
PR A R T IE % 45 E W b 2 40 M HCOEPic, siRNA-3
XF LoVo 4l P9 LINCO1224 3% 3k B4 1 3 % T siRNA-1 Fl
siRNA-2, 4% siRNA-3 531 LINCO1224 shRNA, 5% &
40 (sh-NC 41) # e, Fa 2 T4 LINCO1224 41 ( sh-LINCO1224
2H) LoVo 1 SW620 4Py LINCO1224 Y223k /K F-FRAK (P <
0.01) , HA A (B (P <0.01) , JAT-F I (P <
0.01), i I E LINCO1224 Y shRNA 18955 T4
A % 3 R fE 98 RS B YL LoVo AT SW620 41 i, I
LINCO1224 £iKFFFE AU T,
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FHAFHT K I ECRIBE T Bl B 2 R R R
Uk, BSR4 e A 5 R R I 4y T-HLH] , SR 4
WA i AE IR T s, o IR

K 4% 9F 4 #5 RNA (long non-coding RNA, In-
cRNA) J2& i BEK R T 200 M H IR H IG5 & H
JFRE T —E RNA 70, AT 7R % SR i st 5 7K 7
PSP IR, AR Y SR LINCO1224 75
JF9EE DS | e B O R b R AR VR, R
ik R AT AR T B AR R &k R R R LR,
WFZE RIS, LINCO1224 7545 B W9 & WL s
FEEMEM, N LINCO1224 235 Al 411 i 48 40 g 18
B REMBAE A, H LINCO1224 545 H
YHML T DGR W AN, IS I R R ) T
P LINCO1224 fy H 4118 95 3 2 A4, T ik AR FLAR
Fik LINCO1224 (1) LoVo 1 SW620 41 fif, Jf- W %<
LINCO1224 X4 ¥ Ji7 98 240 W 33 58 R 8 T 9 52 e, 2Ry
J SR HLTRI R 5 25 H A

1 #MREFZE

1.1 ## AL EWE4NIE (LoVo ,SW620 , Caco2
THC-8307 . COLO-205, RKO, DLD-1, HCT-116,
SW480 \HT-29) . 1E# 45 EL % I 2 HCOEPic 4 it &
NE W HEK 293T 4 i3 ph % PR A A 52 50 == (R A7
G4 L3 \RPMI-1640 35574 DMEM 15 % 5 (36 [H
Hyclone 23 F]) ; DHS o JBAZ 25 40 A (b o [ B A
W ARA RS 7)) 5 TRIzol 365, Opti-MEM 5% 5 Jit
( Z£[E Invitrogen 2~ 7] ) ; PrimeScript RT A7) & ( H A
TaKaRa 2y 7] ) ; SYBR Green qPCR SuperMix 5| &
(3 [ Invitrogen 23 7)) 5 BR il P4 12 N V1§ BamHI
1 Mulu ( 38 2 RAEYHE ARG RAF) s MTS 17
(£ Promega A F]) 5 WA TR & (JL &R 3K
FRHEABRZ ) ; Lipofectamine 3000 | FRY ( 35
Thermo Fisher Scientific 2AF]) .
1.2 FHik
1.2.1 @i IEF45EW L HCOEPic 41
J 45 B9 AN ( LoVo . SW620 . Caco2 .COLO-205 .
RKO .DLD-1 ,SW480 \HT-29) } 3% T &% 10% Jia 4 ifi.



BMBEHMKFF® Acta Universitatis Medicinalis Anhui 2022 Jun;57(6) - 909 -

5 (FBS) Fl 1% T - 5555 2 1) RPMI-1640 355731,
25 1 1 95 40 L ( THC-8307 \HCT-116) 5 3% T8 10%
FBS Fl 1% 7 - BE% R 1Y b DMEM 53 5rh ey
MMLIREFRT 37 C 3% 5% CO, WsEFRAa T,

1.2.2 A#E &5 54 fiiH GEPIA2 (Gene Ex-
pression Profiling Interactive AnalysisGene Expression
Profiling Interactive Analysis, http://gepia2. cancer-
pku. en/#index ) K048 22 7T LINCO1224 7845 H Wi
T FRIA L,

1.2.3 #mfede s 3L Sigma ARG 3 HE
Xt LINCO1224 /T3 RNA (siRNA) @51, #R 35
Lipofectanmine 3000 & 71 16 B 5 i 17 Lovo 4 M 5%
Ye o YLK siRNA-1 2H siRNA-2 4 siRNA-3
2H %R H (siRNA-NC) , qPCR K&l 3 F siRNA i
Tl 4HML P LINCO1224 KK MG &L, AT 8800 &
L Y siRNA A4 7 LINC01224 f#) shRNA, F i
LINC01224 £iK 1 siRNA 551 41 F : siRNA-1, (F)
5'-TGGAATGTGTCCACATGGGATAT-3", ( R) 5'-
CCCATGTGGACACATTCCAATAT-3"; siRNA-2, (F)
5'-TTCTCTCCTGCTTTGGTGCATdT-3", (R)5'-GCAC-
CAAAGCAGGAGAGAAATAT-3'; siRNA-3, (F) 5'-
AGCATTTAGGCCCACTACCATAT-3", ( R) 5'-GG-
TAGTGGGCCTAAATGCTATAT-3"; siRNA-NC, (F)5'-
GAACUGGGGUGCGUGUGAUATAT-3", (R)5’-AUCA-
CACGCACCCCAGUUCATAT-3",

1.2.4 RT-qPCR TRIzol 4240 &L RNA i FH
PrimeScript RT 57 & U817 1 4% SERUR B RNA 35
;5% h ¢cDNA, #1 SYBR Green qPCR SuperMix iz
R &V T qPCR 43087, Kzl LINCO1224 193
KK, LL GAPDH fESH NS IR R 2 -8k 15
LINCO1224 WJAHXT Rk 5, 519751 . LINCO1224 ,
(F)5’- CCAGAGCTGTGCAGATGAGT-3" . (R)5’'-CT-
GCAGCTTCGTCAGCAGGC-3"; GAPDH, ( F) 5'-CCT-
GGATACCGCAGCTAGGA-3' . (R)5'-GCGGCGCAAT-
ACGAATGCCCC-3',

1.2.5 LINCO1224 shRNA 1% 5% & #H Ak 69 My 2 R %
2 R LoVo AHMEN T4 LINCO2114 RIBZR i
B @A siRNA 551, LL“BamH 1 BEYIA7 25 + siRNA
1E SLHE + Loop FRJF %1 + siRNA Jz SCEE + Mlul i)
A7 557 F IR LINCO1224 1) shRNA JE R 31 #E 47
W, TN 4 MER A MR A BR S Bl A B shRNA
PR 9 E SCHE AR SCHE 1% s 75 204 1Y shR-
NA FEHFH) AT ; sh-LINCO1224 , (F)5'-GATCCAG
CATTTAGGCCCACTACCTTCAAGAGAGGTAGTGGGC

CTAAATGCTTTTTTA-3’, ( R) 5'-CGCGTAAAAAAG
CATTTAGGCCCACTACCTCTCTTGAAGGTAGTGGGC
CTAAATGCTG-3', V1RGSR 1E SUHE A s Uk
SRV 5 min, BEJS 72 CARYE 15 min, BHIEZE
U, T A5 A (1) LINCO1224 shRNA JEHF], ffi
FHBE P4 4% 2 9 DI Mlul A1 BamH 1 X pLent-U6-
GFP-Puro ZR AR VEAT XUEF ], T4 DNA 14 2 Bl 1] 15 /i
Y= 9y, ¥ H 5 shRNA 3t [H 5 51 3k 17 % 3 [
(16 °C,1 h) , 3£75 pLent-U6-sh-LINC01224-GFP-Pu-
ro H 40 JF R, 5 S sh-LINCO1224 2H ( % B& 2 Wy
pLent-U6-GFP-Puro %5 % 5 K7, & LA sh-NC 4)
fdiF DHS o K35 A T B2 A5 20 R E 4 7 i 2 ok
1k, T G R RS S I R T LB SR 3R
B (100 wg/ml =N H R ), 37 CEE R R
16 h PR PR R 2R T LB WA 573 b, 4k
SEREFEY G A ORI P
1.2.6 EARBECERBEMNT FHYqT, B
G B 7 3 N T8 WL 8 A K IR L. Lipo-
fectamine 3000 {75 E0Fs s B i Bl 0. 2% FURL ( pHelp-
er 1.0 K pHelper 2. 0) #l LINCO1224 ()5 4112 /5 7
ok AL YL 28 HEK 293T 40, #7448 ~ 10 h J5 H#k
FGEAREFRAE . YRS SR 48 h R AT RSO TS
THWM 0.45 pm JEAS T UE, F #2500 (75 000
r/min ) 1T 0. 22 pwm o JE AL uE, R AT A5 2
e AR RE R AR . R T LU AR RS TRk
A7 9 7T U A

1.2.7 BrERflmpB ghELiFt W
LoVo J SW620 2 Al £ 845 M 7 x 10* A~/ml, #5754
T 24 fLb, FRAIIC AR ZE 30% ~40% , inA
TR ML TN 6 ng/ml I REENE, IRAG
WG IR 8 h, A AN BN (0 78 Ak Rk, By
3524 h i, D 4 pg/ml S E R A58 e 1 97 ki
SEOTVE 2 J, RAFPUME AN TR

1.2.8 ¥ miireis HAEEBRER
PPER) LoVo M SW620 4t fifd 25 g il 1 1k J5 H 2, I
HA LA EE M2 000 ~ 3 0001/ml, & FL 100 pl FERb
T 96 fLAk ., A BRFRE R L 1 B~ H 358 GFP 1)
AR, B S AT R

1.2.9 MTS #al  BOS A KB 40 M1k s,
JHAE AR B R AL 1 x 10° S0, B0 T 96 FL
Mo Zrl3% 5% 24 48 .72 F1 96 h, BEALINA 10 pl
CellTiter 96 AQ BRIk 20 A3 FEAS DN AR , 76 37 <C |
5% CO, WFFTIFE 4 h, R )5 B TEEFRIUAE 490
nm KA RO E
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1 LINC01224 74 H R AR MM b ERIE
A:GEPIA2 43#T LINCO1224 7E45 B P I 235 B: RT-qPCR K il LINCO1224 14 45 10 & 40 i vh (9 28 1% 5 1 . HCOEPic 4H;2; COLO-
205 #H ;3 :DLD-1 £H ;4 : HCT-116 41 ;5:HT-29 #;6:LoVo 4 ;7 : RKO £H ;8 : SW480 #H;9: SW620 £ ;10: Caco2 #H;11:THC-8307 4 ; 5554 1L,

L : <0.05;3 ic 4 s <0.
. " P <0.05;5 HCOEPic 21 H.#¢ . ™ P <0. 01

1.2.10 AXmpR  BOTHCE KA 41717
T B, B RE ISR 5 x 10° 40, PBS ¥R 3
W, BOF P RIEDTTEA N, #M Annexin V-
PE/7-AAD 813 2R ik 751 65 18 B 45 1647 240 i 7
TR, R O A At L o B TG A G v, AR AN
BWP A S ul Annexin V PE, iR EECHFF 5
min, FEJG A 10 pl 7-AAD, 1 h P 7 = 40 A%
R I 20 T

1.3 i3  (HF SPSS 21. 0 A4t 7041,
THEVCRIYI DL x =5 FoR, WAL LA « K56, LA
P<0.05 WZERAGIFESL, SRy #EE 3
"

2 FR

2.1 ZEBEALKMNMAME LINCO1224 HRIEFE
B N H GEPIA2 %4dE % X%t TCGA ( The Cancer Ge-
nome Atlas) Fl GTEx ( The Genotype Tissue Expres-
sion) P45 B G 4 410 LINCO1224 RNA il 7 4% 4
BT T o007, S5 SR KM LINCO1224 7845 B e 41
LUPRIL (n =275) M TIEW S EWHHL (n =
349) (P <0.05) (W 1A), qPCR 45 WoR, 51E%
5 H i R MO , LINCO1224 7 10 Fh4h & i
A (45 LoVo ., SW620 , Caco2 , THC-8307 , COLO-
205 .RKO ,DLD-1  HCT-116 , SW480 1 HT-2 4 jifi)
H HCOEPic ¥4 5 &35 (¢ = 81.01,77. 34 ,41. 46,
47.14 41.20 47.73 94.43 112.58 56.8.100. 24, P
<0.01) (1B ; HA LA LoVo il SW620 41 fifd H:
LINCO1224 (338 bR T o 2 . I, 5 LoVo

FI SW620 AT e 225550

2.2 (HEERMETIA SIRNA FEE  (PCR 451 1
7~ ,siRNA-1 41 siRNA-2 2 fil siRNA-3 4141 %F LoVo
YY) LINCO1224 RNA FHRCR 7510 8% 75%
H186% , 5% FRL ML, siRNA-2 2 Fll siRNA-3 4]
LINCO1224 £iX T, ZRA ST E XL (1 =
113.00,148.96,P <0.01) (K 2), H 1, siRNA-3
217 LINCO1224 3K TR B 3%, H Ik, ik #
siRNA-3 ¥ shRNA 1855 4544 .

121

09

0.6

LINCO1224 140 %%k

03 ok

3k

siRNA-NC4] siRNA-141 siRNA-241 siRNA-341

E 2 qPCR #&i 3 £ siRNA B FHi %
5 siRNA-NC 4l [b# . * * P <0.01

2.3 LINCO01224 shRNA EAHFHHHEE 5
LINC01224 shRNA HFRIFFIAH L, 4 A TP 91K K A
DA A RAR ARG AL, 5 B AR RS e — 3K
(&3), 4278 LINCO1224 shRNA 18 % 75 214+ 2 %,
1.



BMBEHMKFF® Acta Universitatis Medicinalis Anhui 2022 Jun;57(6) - 911 -

El3 LINC01224 shRNA [E/F S ENE LR

2.4 ENRTEMETH LINCO1224 KiEH LoVo
FNSW620 ZEEH M EMAMMR IR IMEE T sh-
LINCO1224 £ 5% BE2H (sh-NC 1) LoVo il SW620
YA ROIR O R AT AT RS e Rk A0 L (Bl 4)
qPCR 25 B W] | sh-LINC01224 4 LINC01224 % ik
PR ARG, 22 R A Gt %2 L (1 =85.21,
52.37, P < 0.01), BV A% 2 # & A2 #0 m)
LINC01224 35 LoVo Fl SW620 2 1 i Ji# 40 g
P, WIS,

2.5 FAEIMMEAME LINC01224 X4 H 7 & 4R i 1
EVATHREm  MTS 458 R, 5% (sh-NC
ZH) M EE, 58 1) 48 LINCO1224 263540 ] LoVo F1
SW620 i34 58 (Bl 6A \B), Z R A G it FE X
(LoVo:48 h,t=9.21,P <0.01;72 h,t =45.84,P <
0.01;96 h,t =47.42,P <0.01;SW620:48 h, ¢ =
15.27,P <0.01;72 h,t =10.98,P <0.01;96 h,: =
13.21,P <0.01) ; A AR S5 R R, 7E LoVo 4
Jarf, sh-NC AL T b ik (8. 22 0. 41) % A%
T sh-LINCO2114 AH AT 123 (24. 66 +£0.93) % ;
TE SW620 2RI, sh-NC 2H 40 B 8 T He 491y (6. 35
+0.34)% , & T sh-LINCO2114 #H 21 M 94 T %
(23.42+0.63)% (K 6C. D), EREGIT¥E X
(LoVo:t =28.05,P <0.01;SW620:1 =41.53,P <

LoVo

0.01) .
3 iTig

IncRNA S92 il 3 PH I 5 i 22 i 2 ) 2 a0 AR 1)
HERMWBAL TN T, IncRNA REWS 7E YL (4 i /K
S B SRR S T KOS5 22 A 2 T 4 3R R R
K VERRER 20 327 Y BT 6 4 R
FPE % 1Y IncRNA i Z —. IncRNA A58 & F
Fe 548 DNA HREE RS Bl FoMh 52 5 W el 28 g 42, o
G 8 P U8 1 R PR Rk /K 1 R, IneRNA
AT 5 1R S 20 1 0 VR T T T 4R 5% Sk 2
TP 88 0T BB 25 G L T DG B R T R R e SR
M LneRNA 380] DL i U5 4N, 2 515
f8 RNA(mRNA) (e 5% S5 A8, 40 78 >4 58 -1k 9 1
RNA ( ceRNA ) Zgl1012-8) - gp 26140 e pf
LINCO1224 78 ZFf i J83 i) & 9 L il ot S5 224
FIRE WA W TE B I R 9T R R TR TR
LINCO1224 W[ i i3 5% 4+ P 45 & miR-330-5p I i
CHEK1 235, M2 F o & J >0 76 Bl S
LINCO1224 ] /f J 35 4+ RNA i i3 5 miR-485-5p
#hidhy, LA PAK4 3Rk (R IEm AN MG 5 (258 TR
AR A K, R R H A = e B,
LINCO1224 ] i@ i #2 ] W% fff miR-193a-5p | ¥4
CDKS8 3k, Jin s fes 40 f i 38 58 4228 3T #% LA S i
Y B, JF 0w An M T e Ok R
LINCO01224 AT 38 i< 48 ] 98 4% miR-125b , {12 1 9 41 A
BB L T 78 B R, LINCO1224 7] 38
B miR-542-3p [ 9% MFN2 223k, BHIT Ras-Rafl -
ERK1/2 {5 553 i , 2 1 490 a6 4 e v i Fae i
TELE LR P, LINCO1224 W] P 32 45 & HLA i 3k
RIE PE ) miR-2467 I F 18 miR-2467 ik, fE k&
Mp s R R R A K H LINCO1224 Xif
25 H e A T S, 32 A 1 TG SCRRERGE

SW620

sh-NC41

sh-LINCO0122441

E4 HRBHETWREEREFH LINC01224 K% LoVo #1 SW620 L EH MBIk x 200
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B sh-NC41 [ sh-LINCO122441

X o9t
w®
=
=
o
= 06}
N
a
S
S
: 03 B k3 s*ok

0.0

LoVo SW620

5 qPCR #&ill LoVo #1 SW620 #a & T 4 B ik o
LINC01224 BRiL KT
5 sh-NC 41 b4, * * P <0.01

%W 9% W oF GEPIA2 % 32 7E 4 W1 B R
LINCO1224 1E45 Bl b i Kk 5 T IE# 45
I 2, HAE 10 Fhah E i an i bt 52 3k B,

A
1.0 sh-NC41 s
08k sh-LINCO012244}
/E\ kK
=
g 0.6
N *k
4
0.4+
S
=S
0.2}
0.0 1 1 1 1 J
0 24 48 72 96
N 5] (h)
C
sh-NCZ sh-LINCO0122441
S
=}
—
@)
<
<
-~
(=]
[N}
Nej
=
wn

AnnexinV

YT T A A 3 4B X LINCO1224 ) siRNA , Fifi
e L5 I LoVo 4HMUIF#E1T qPCR A | FH I
30 Y B AT R0 LINCO1224 T4 Fr BE siRNA-3, %
T siRNA FEYH AP JC I 647 52 1l Bl 200 e 1% 184 5 1
53 S W it SR T, LA 3 1) R DR TR A8 R 2
BFE) %85 177 shRNA 2 — B HA B 9% ke Je R 45 14 1)
RNA J¥ 31, 76 40 Jfd N T 8% 57 1T B siRNA |, H BTy
AT LR N HEAT A S B S R
T, A B 3k A A U0 BR AR AT 4E R R R O
K057 B e BE shRNA S #E LINCO1224 119 T
Peakid, %K shRNA % Je 25 0 i 3 31 R . D
TalER] shRNA kg A H 1) shRNA L4 P4~ J
M EE P, HrE H—2538 (loop ) JF 8 43 B T, 40 A%
RIEEH R pol TR B FHiil, b5 P& 15 ~6
AT AER RNA RA B A &0k 7, B E
FNSEAZAT IR W s A0 A BRI B DDA B e R 3h
TR EE I 25T O BiE — A A C R AR
B 12
sh-NC41 .
sh-LINC0122441

et
el
T

kK

3k

%S FEAE (490 nm)
o
(o)}

e
w
T

0.0 1 1 1 1 1
0 24 48 72 96

IR [ (h)

Il sh-NC41 [ sh-LINCO0122441

ok
ok

20

MIEII T (%)

10

0

LoVo SW620

B 6 T LINC01224 RiZHNFI 4 EipEMiLsE . FSHEAT
A B:MTS LKA E T LINCO1224 RikXT LoVo ,SW620 Z 34 58 ()52 10 5 C D - 3 241 A A K AR E T I LINCO1224 KB X} LoVo K

SW620 4 JH T HIFE IR 5 5 sh-NC 41 H%E: * ¥ P <0. 01
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BORR S —a zs mlapg i R sk 2B, @ B
FEHNIEE 1 IR G LARATE: RNA AL 5%, 5L
BB W BN GO AT Beh i 2R R
ERIEEZ TR T © F S R LT T
ANBEBLELE 3 ANPL R T, MR DL JE ), A
siRNA-3 Ki%iH& %% LINCO1224 1) shRNA, 5
Jo A I HCAh P 5 25 2 A A L, 18 2 25 R e B 380
e, PLIR G AE 2 2400 55 3 2L A G2 Jirt 1 A0 48 P
BEPEAR, A ke HAFSent <, ks B iy 5
R4 4 A BEAR R AR TR, DA B R A
RFHER LINCO1224 shRNA, i 3 B4R B 2% |
A2 e JER g | IR A ZE A R A B AR R O 3 | AR5
TR NE LINCO1224 1Y S e B AUk , qPCR 3L 55
25 R, LoVo Ml SW620 4H fifl sh-LINCO1224 #H
LINCO01224 F&3K7K R0} BE2H 43 3] F4AIK 80% F181% |
PG BIMES T sh-LINCO1224 41 5 %) B 4H ( sh-NC 41)
LoVo Fl SW620 4fi fif 34 ] Fot i R ik G (A8, MTS
SEHRASRFRYT, N 48 h FF 4G BB T4 LINCO1224 3£
KRR 45 E A LoVo A1 SW620 #i g4 . I =
MR ARZE R B A Tl LINCO1224 ikt il 55
LoVo H1 SW620 4RI T,

25 LTI, 1 o A i T 4118 0 AL 38 shR-
NA A e g | M4 55 3R N AT PR TR 2 1 12 240 i
SETTVR ST T AR E FE ] T LINCO1224 ik
) LoVo F1 SW620 2% 7 Jig A M bk, I 4025 8890 T
LINCO1224 X245 B R Jea () 38 58 S R T2 52, ol s
ZE3E— A 5Y LINCO1224 7845 B s I 1= b 19 4
FHBLHIZEE 1 HeA
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Construction of a stable target interfering long non-coding RNA

LINCO01224 colorectal cancer cell line and its effect on apoptosis
Li Guodan, Yang Qin,Li Qiuyan,Chen Xiaoyi,Fu Weiyu,Lan Liubo,Lin Xiaocong

(Institute of Biochemistry and Molecular Biology, Guangdong Medical University, Zhanjiang 524023)

Abstract  Objective

To establish colorectal cancer LoVo and SW620 cell lines that stably interfere with the



- 914 - BMBEHMKFF® Acta Universitatis Medicinalis Anhui 2022 Jun;57(6)

W 2 J BT ) 2022 - 05 - 28 14.48

] 25 B HL 3k ; hitps ://kns. cenki. net/kems/ detail/34. 1065. R. 20220526. 1017. 013. html

miR-409-3p 1 Rabl10 7ZE5Ri8 X B A0
HEBHRRRERMIGERE X

95 R Ay

HE BB T miR409-3p Fil Rabl0 XT3% 18 K B 4 itk
EUR (DLBCL) (U520, 7735  qRT-PCR K il 5% %t miR-409-
3p AL ( miR409-3p mimic ) | JG K 7 51 A2 #L 9 ( mimic
NC) .miR-409-3p #1i]#) ( miR-409-3p inhibitor) TEEFEA
Hil4 (inhibitor NC) 178 4%} B2 ( control 41 ) J§ miR-409-3p
A2 3K KE , {# FH Targetscan 7. 2 A1 miRNA F{05E PK 7000 %4 4
JE (miRDB) I miR-409-3p [T i ¥ 3L A, Western blot K5
1 Rab GTP i 10( Rab10) (193835, 4 M 140 77 £ -8 ( CCK-
8 ) At X 2 S P e A 0] 240 B A AN R T, SR P e 4L
A& (THC) A5 4 5 A 3 2H 21 Rabl0 (9 3R3A K FIF 3 — 25
5387 Rabl0 5 DLBCL BFIGIRFFIERI LR, &R miR-
409-3p wJ LA SE A 0 U T, 4107 200 B 4 5 i 38 miR-409-

3p J& Rabl0 BYZEi5 971 Rab10 7E DLBCL 2H 41 rh il 263k 7k
SV TR LA RN A (RHL) 4121, i K SF LR I L il
(LDH) \f&7KT- B2 TBREE 1 ( B2-MG ) Flibk I 98 [ By 515 1T
S(1P1) = 1 B Rabl0 B RIAAHXT B &, 4518 miR-409-
3p AT LIME AN T & Rabl0 19335, Rabl0 5 R F AR
I EEE P

%47  DLBCL;miR-409-3p;Rabl0 ;3454 ; AT ; A R UG
RESES R733.4

XERERER A XEHS 1000 - 1492(2022)06 - 0914 - 06
doi:10. 19405/j. enki. issn1000 — 1492, 2022. 06. 013

PRIE K B 41 Itk L ( diffuse large B-cell lym-

phoma, DLBCL) &—FEZ | H 4 2= K A0 B 40k
ELR , 20 i BB Wbk R Y 13, AR & ik
(98 ( non-Hodgkin lymphoma, NHL) " fx% # UL 4 28
AU, miRNA JE—FiCEEAR RS RNA 835 T il
JEPRIAY 3'-UTR 254 Ml 5% S5 i B . w3k
Bl miRNA C & RAE R RS 5% ] L)

2022 -03 -23 %Ik

FEWH AL TE B ARFEAES (4 :20180550001 )

VB B . B BB 2 B IR 2 — S B L i R, B 121001

PR R 35T IR, & T A
A, % W, BRI A S, AR E-
mail ; alm121001 @ 163. com

expression of LINCO1224, and to explore the effect of down-regulating the expression of LINCO1224 on cell apopto-
sis. Methods
sues; qPCR method was used to detect the expression of LINCO1224 in 10 human colorectal cancer cells. Three

The GEPIA2 database was used to analyze the expression of LINCO1224 in colorectal cancer tis-

different LINCO1224 siRNAs were respectively transfected into human colorectal cancer LoVo cells, and the
LINCO1224 shRNA lentiviral vector was constructed with the siRNA sequence with the most obvious inhibitory effect
of LINCO1224 expression. Recombinant lentiviral particles were packaged in HEK293T cells and then infected with
LoVo and SW620 cells. After selection by puromycin, the monoclonal cells that stably interfere with LINCO1224
were obtained by limiting dilution method. MTS method detects cell proliferation ability, and flow cytometry detects
cell apoptosis rate. Results The expression of LINC01224 in colorectal cancer tissues was higher than that in nor-
mal colorectal tissues, and its expression in 10 types of colorectal cancer cells was also higher than that in normal
colorectal epithelial cells HCOEPic. The inhibition rate of siRNA-3 on the expression of LINC01224 in LoVo cells
was higher than that of siRNA-1 and siRNA-2. Therefore, siRNA-3 was chosen to design LINC01224 shRNA.
Compared with the control group (sh-NC group) , the expression level of LINCO1224 in the LoVo and SW620 cells
of the stable interference LINC01224 group (sh-LINC01224 group) was reduced (P <0.01), and the cell growth
The shRNA
lentiviral interference vector of LINC01224 is successfully constructed, which can stably infect LoVo and SW620

rate was slowed down (P <0.01), the rate of apoptosis also increased (P <0.01). Conclusion

cells, down-regulate the expression of LINC01224 and induce cell apoptosis.
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