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after catheter ablation( CA) of atrial fibrillation. Methods 92 patients with atrial fibrillation of CA who hospital—
ized in the Second Affiliated Hospital of Anhui Medical University for the first time from July 2018 to December
2020 were collected. Results From the 3rd postoperative month to the 6th postoperative month atrial fibrillation
outpatients should follow-up each month. 92 patients were collected of which 3 were missing during follow-up 89
were followed up and late postoperative recurrence ratio was 24% . Compared with patients without recurrence re—
current patients were significantly higher in age smoking ( 30%) diabetes mellitus ( 38%)  heart failure
(29%) platelet count left atrial diameter( LA) CHADS, and CHA,DS,-VASc scores; furthermore Logistic re—
gression analyzed variance factors that were not included in the score: CHADS,( OR =13.473 95% CI: 3. 804 -
47.713) LA(OR=1.193 95% CI:1.049 —1.356) ( P <0.05) ; CHA,DS,-VASc( OR =5.363 95% CI: 2. 822 -
10.193) LA(OR =1.245 95% CI: 1.087 —1.426) ( P <0.05) . ROC curves predicted the values of two sets of
scores for late recurrence after CA AUC( CHADS,) =0.8578(95% CI: 0.7618 - 0.9539) AUC( CHA,DS,-
VASc) =0.8848(95% CI:0.7985 - 0.9711) . Conclusion 1A CHADS, and CHA,DS,-VASc scores are inde—
pendent risk factors for late recurrence after CA of atrial fibrillation and CHA,DS,-VASc scores have better pre—

dictive value.
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Abstract Objective This study is designed to compare the changes of intestinal microflora and cytokine levels in
patients with schizophrenia in different periods analyze the correlation between intestinal microflora and disease
symptoms and explore the influence of intestinal microflora changes on the symptoms of patients with schizophreni—
a. Methods 40 schizophrenic patients in different periods were included in the study with their demographic data
of age body mass index ( BMI)

for the levels of cytokines to be determined by an Meso Scale Discovery. The severity of schizophrenia was then as—

sex and course of disease collected. For each subject serum was first collected

sessed using negative and positive symptom scales. Finally macrofactor sequencing of intestinal flora was performed
Serum levels of interleukin-6 ( 1L-6) interleukin40 ( IL40)

and tumor necrosis factor-o ( TNF-a) in the acute stage were higher than those

using MetaGeneMark. Results interleukin-7
(ILA7) interleukin23 ( IL23)
in remission stage and the results were statistically significant ( P <0.05) . Negative and positive symptom Scale
( PANSS) positive factor scores were negatively correlated with TNF-o¢ and IL47 (R = -0.312 P <0.05; R =
-0.399 P <0.05); IL23 was positively correlated with the negative factor score of the scale (R = -0.344 P <
IL23 was posi—

The microbial diversity detected in

0.05) . IL-6 was positively correlated with scale cognitive factor score ( R = -0.339 P <0.05) .
tively correlated with the total score of the scale (R = -0.370 P <0.05).
stool samples of patients with acute schizophrenia was lower than that of patients with remission and certain differ—
ence was detected in the intestinal flora species composition between patients in the acute stage and in the remission
stage. Conclusion The level of serum cytokines in the acute stage of schizophrenia is higher than that in the re—
mission stage and some cytokines levels are correlated with clinical symptoms.
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