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The cell biological function and clinical

significance of PRC1 in pancreatic carcinoma
Ma Dandan Zhang Yi Lin Zhenyu Dong Qingtai Xiao Zhengkang Li Zhonghu Zhang Zhiyong Jin Weidong
( Dept of General Surgery General Hospital of Central Theater Command Wuhan 430070)

Abstract Objective To investigate the expression and prognosis of protein regulator of cytokinesis 1( PRC1) in
pancreatic carcinoma tissues. Moreover to explore the effects of PRC1 on the biological functions of pancreatic car—
cinoma cell line SW1990 and its related mechanisms. Methods The GEPIA database was used to analyze the ex—
pression difference of PRCI in pancreatic carcinoma tissues and normal pancreatic tissues. Overexpression and in—
terference of PRC1 were achieved by Lipofectamine 3000 transfection plasmid or shRNA method. Then CCK-8 as—
say Transwell assay and flow cytometry were used to detect the proliferation level invasion ability and apoptosis of
the SW1990 cells respectively. The pancreatic carcinoma data were collected from the Cancer Genome Atlas ( TC—
GA) database. The correlation between expression level of PRC1 and clinicopathological features of pancreatic car—
cinoma was analyzed. The STRING database was used to analyze the network of proteins interacting with PRC1.

Gene set enrichment analysis ( GSEA) was used to predict the possible signal pathways of PRCI in pancreatic car—
cinoma. Results GEPIA database results showed that PRC1 expression in pancreatic carcinoma tissue was higher
than that in normal pancreatic tissue ( P <0.05) . The results of CCK-8 assay Transwell assay and flow cytometry
showed that PRC1 overexpression significantly enhanced SW1990 cell proliferation invasion and inhibited apoptosis
(P <0.01). Whereas PRCI interference significantly inhibited SW1990 cell proliferation invasion and enhanced
apoptosis ( P <0.01) . TCGA database data analysis identified PRC1 mRNA expression level and M stage were in—
dependent risk factors affecting the prognosis of pancreatic carcinoma ( P <0.05) . STRING database showed that
there was an interaction between PRC1 and PLK1 and so on. GSEA research results showed that the PRC1 mRNA
high expression samples were enriched into P53 signaling pathway and so on ( P <0.05) . Conclusion PRCI is
highly expressed in pancreatic carcinoma and it is associated with proliferation invasion apoptosis and prognosis
of pancreatic carcinoma. Moreover it plays an important role in pancreatic carcinoma by regulating interacting pro—
teins PLK1 and activating P53 signaling pathways.

Key words protein regulator of cytokinesis 1; pancreatic carcinoma; proliferation; apoptosis; invasion; clinical

significance



