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LncRNA SNHG16 & i1 1F = miR-195-5p/MYB
Rt BEMEIEEE TR

2 S

E Br %3] IncRNA SNHG16 (SNHG16) i 5 & 40 Jifd
HagE IR BRI, ik T AELER
FERI 2R SNHG16 7E 1 J 4 20 1) 3 36 1 DL I % SNHG16
1R AR SR A R AR AT G 3R B
FSZEIGIE SNHG16 55 miR-195-5p A EAE &R, 52
% % 52 it PCR (qRT-PCR) £l SNHG16, miR-195-5p FI
MYB 7£ & ¥ 40 il ( HGC-27 . MKN-28 ) 5 (1% 22 35 1% 0. ; #ik A1k
SNHG16 ¥ miR-195-5p 2% MYB ik ; id %35 miR-195-5p
Kl MYB &1k 3 25 1B BRI 43 B ( Western blot ) Kz 45 21 v
MYB 28 F R KK, @ik SNHG16 3 id % 35 miR-195-
Sp, 3 A 200 ML 1 A B Rl IR S 56 43 R i O 4 i ( HGC-27
MKN-28) 3454 B iT#% e 71, 5%  LncRNA SNHGI6 7 B i
2H 4 % B8 40 i ( HGC-27 \MKN-28 \MKN-45 NCI-N87) H1 5%
BT, WK E R B E L H LA R BN, W psi-
CHECK2-SNHG16-WT 1 miR-195-5p mimic [f] I %% 3 ik
HGC27 ", W F Ml 7 HGC-27 40 M iy 9¢ )6 & B 1% 1k,
qRT-PCR M WB SLHe45 5 7R« M HGC-27 \MKN-28 4l fifd
H1 SNHG16 7] L miR-195-5p FF-ilil MYB 7E55 5% K B K
SRR 5 1 Fik HGC-27 \MKN-28 4 fifd Ff miR-195-5p A 417
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B (7. 7% ) A EREAE bR SO0 R HE 2 5
U SIS W IR YT A R IR T 0 e
PR, TR R R 5 B = B 4 AR e xR
WIS W7 B 0 30 T A JA U7 #0 B AU 2 K
JE4@tS RNA (long non-coding RNA , IncRNA ) & —3&
BESRARKFE KT 200 B R (nt) , TCIL SIS EE H 1Y
HURE RNA, 76 MR & A4 K J ot 72 vp & % B AR
B, /N RNA 5 £ 3 (SNHG16) S22 T
17q25. 1 I ({2 % IncRNA, 2009 4E %) ¥k IR 14,
SNHG16 7ER 78 #h 2 B i iy vp i B R0k, 1 5
BFM LTS M I WA 5E R W, SNHG16
FEZ T NG E N h 7 Rk HS 5 gk Bk
Ji& , Horp [ SNHG16 78 B fm 4120 B i o 2% i
Fik T, Hm 2RI 5 g R I A 7% S TNM
A4 2 A 5 X UL SNHG16 AT REJ2: B 9 i —

blot was used to determine the protein level of NLRP3, ASC, Caspase-1, GSDMD, IL-13 and 1L-18. Results

CCK-8 assay showed that cell viability decreased in CSE group (P <0.001), LDH leakage rate (P <0.001) and
ROS (P <0.001) production increased. Compared to the CSE group, cell viability increased (P <0.001), LDH
leakage rate (P <0.01) and ROS (P <0.001) production decreased in CSE + MCC950 group. The number of Pl
staining cells in CSE group was more than that in control group and CSE + MCC950 group, but staining cells in
CSE + MCC950 group was less than that in CSE group. RT-qPCR and Western blot results showed that the expres-
sion levels of NLRP3, ASC, Caspase-1, GSDMD, IL-1B and IL-18 increased in CSE group but decreased in CSE

+ MCC950 group. Conclusion

The oxidative stress and inflammation of sertoli/spermatogenic induced by ciga-

rette smoke may be related to the activation of ROS/NLRP3 signaling pathway.
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ANELE IR AR AR 7, SNHG16 /EH ceRNA, jl
i 5 miRNA RN TTFEs 6, 2 5 IR R 1y %
ik, WHCRIL, 45 H i 40 SNHG16 Wi
P miR-195-5p SEMa LR () 33k JF 2 5
gLl T R > AN w1 1 R S 5, o e o /) RSB
FRl8-20 SR, SNHG16 Fl miR-195-5p 7E 5 445 |
IR REAERE LR, MLER, IHN
SNHG16 il miR-195-5p X} & ¥ HGC-27 ,MKN-28 4l
IBETE GEF e TR RER B A HL o R i A
WS FIG PRIZ W 67 S8 0 J7 )

1 WS H%

1.1 LIHH SRS R0 R (HGC-27
MKN-28 \MKN-45  NCI-N87 ) I 1E % 8 % I 41 i 5
(GES-1) ¥R AL b A A RA F . B
E i 4R 5 JE N 31K psiCHECK-2 (B 4= /) WT-
SNHG16 FlZE75 1 MUT-SNHG16) 1 T 55 11 4 Mk 4
a7 E s N/NR ; si-NC I si-SNHG16 . mimic-NC
miR-195-5p-mimic ( miR-195-5p ) , PCR 5| ¥ ¥ 3% It
T EAY TRARA R, MYB SRl 5 55 53§
B R B A Fl, GAPDH Fi ik K — il [ 35
proteintech 23 ], Lipo8000™ % Y& ik 7| R W4 T I ifg
BB RAYHARA PR A 5 g-PCR A5G I8G0 & 2R
W FAL R L A=A BR A ], CCK-8 37 &R
T HA R AP 8w . WB ARG RPMI-
1640 FERIIE IR AL | 0 1 W2 3R Bl 15 JL A
R G AR T AL st R R IR F ; opti-
MEM FEAH S F2HR A F 32 [F Gibeo 28 Al 5 B4R ML
(FBS) RKIG T CLARK 2],
1.2 XEHE
1.2.1 AW EFHH 5 TCOA BilEEmE
J7 Wl 3 A “ Access TCGA Data” it , 3% B Stom-
ach adenocarcinoma( STAD) (£35 373 4l & 4124 A
AR 32 {9855 IR AL ISR RNA I P K, vk
BUBHEAE T 01 A BRERELL AR 44 4 tumor, 11 A )55
EH AL w44 N normal 17— 4347 ; £ GEPIA 2
Bl e R R SNHG16 78 B R 2P A X A 1
;38 3 Kaplan-Meier Plotter (¥ J% 42 4l SNHG16
(2R 35 H s, i 3% 2% £F 24 : Cancer type = gastric
cancer; Gene symbol = SNHG16; Affymetrix ID =
224601 -at ; Split patients by = Auto select best cutoff ,
3T starbase 3. 0 . DIANA 24 FE TR IncRNA
SNHG16 [#E[n] miRNA ; [FIB 56T R 15 5 4K edg-
eR £ limma 3% TCGA STAD %{#E J& 1 miRNA

read conut Ji U5 4 M Ar ME fb b PR, R
log2foldChange < —1 H. P <0. 05 [ 410 ikt 2 57
I3 MT TR T A miRNA 55 50808 22 5000 /4 miRNA
W B 5 A5 L miRNA, [A] A, 7 starbase U4
J&“ Pan-Cancer analysis” BHrH K 2 “ STAD ™ #4858 i
A 1 2 19 miRNA 5 SNHG16 2 [a] 59 AH &7k 5 75
“miRNA-IncRNA” # He v 15K SNHG16 5 Hif 1 6
ZFH) miRNA, T4 miRNA 5 SNHG16 [] 178 A
e RE Y A

LI starbase B4 FE B LAl 7F “ Predicted Pro-
gram"ﬁﬁﬁﬁﬁ 4 AB0EE ( microT .miRanda  PicTar
& TargetScan ) FI AT 5 miR-195-5p 454 1) mRNA
JEH A2 45 BT TCGA-STAD K GEO %t 8 v
GPI570 % ¥ 4 ¥ i R F 5 limma £, DL
log2foldChange >2 H. P <0.05 N 4, i 2k it ik
EIHE) mRNA 50N AY mRNA 25 5 15 H s ik
i mRNA, [RIi, 7F starbase (4} £ “ Pan-Cancer a-
nalysis” FH HF G2 “ STAD” #4557 B 180 25 0 2] (19 mR-
NA 5 miR-195-5p Z Al AHEH: . 7E“ miRNA-mR-
NA” e K54 miR-195-5p 51 R 2 1Y mR-
NA, TS5 mRNA [6] (4 7 225 A7 a5
1.2.2 @R BE4HEFE GES-1 HGC-27 434l
£ 10% FBS 1Y DMEM =55 35 5015 20% FBS 1
RPMI-1640 52458 32 565 17 4% 35 ; MKN-28 . MKN 45
F1 NCI-N87 ¥ 1 & 10% FBS [ RPMI-1640 £ 37
B AT SR . TA SCI AR I CE 37 °C 95% 1B
BE 5% CO, MTE 40 M5 3240 h AT 5 R . Y
BRI HGC-27 F1 MKN-28 H4H %5 ) 15 5] 70%
~80% I, #% R 1ipo8000 ™ 3257 158 BH 45 £ 17 41 e 4%
e FLYEEARUS N 0 T A0 M SRS P Ak S
72,2 d JE IR A TR S50
1.2.3 ZZi##FTR 4% R P (qRT-PCR)  fiff
J TRIzol $2 UG A: K IHAIMIAY S RNA A5 RNA
WRRE BHRES A% S5 AT 300 5 i (1 T 3 e s a7 &
(ReverTra Ace qPCR RT Kit) #1 000 ng RNA j¥i %%
e ¢DNA; B¢ 5 Fl qRT — PCR 4 34 3 571 & 46 1l
SNHG16 .miRNA \MYB &3k, 5I¥FHI L% 1,
7E Real-Time 7500 £ & PCR X I, 1% & qRT-PCR J2
M. 50 °C 3 min,95 °C . 3 min; 95 C .30 s,60
C. 305,72 °C 30 s, 4143 MEH, B
.95 °C 15 5,60 C .1 min,95°C 30,60 C .15
s, 27431 SNHG16 . miRNA \MYB [AH% %
ik, TAMEES 3K,

1.2.4 @387 X%k % Yssi-NC si-SNHG161¥,
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®1 SMARKEFT S ARE BU7E Y 28 I A 5 2 DRG0 3K 591 8 vt B
EIRZERE SIFFI(S3") A5, ME HGC-27 2 i 0 i85 5 ¢ ' 28 il 3 1 g
SNHG16 F . TGGTGTTTCGTTTCTGGTGACTGAG e -y : SETN T
R . GCAAGAGACTICCTCAGGCACATC Ex?‘é%ﬁﬁﬁ @fﬁﬁé’] FU A BV AR X9 0 2R i s 1
GADPH F :CTCTCTGCTCCTCCTGTTCGAC FrfriEdEE 3 K,
R :TGAGCGATGTGGCTCGGCT 1.2.7 & G P& 5 H7 (Western blot) I E %%
hsa—m%R—?)Oa—Sp F ;QQT:GTIA‘A‘AC\A‘TC‘CT?CACTGCA‘A\G\ RIPA %%Y&}J\ éEH H@ q:‘ T;%B;("é\ % El , % ‘l:x‘ }ﬁ q&% J:
hsa-miR-195-5p F :CGCTAGCAGCACAGAAATATTGGC . sl s ’ .
hsa-miR497-5p F :CAGCAGCACACTGTGGTTTGT I, B BCA BUR @A R e . BGE SR TR
hsa-miR-140-5p F :CGCAGTGGTTTTACCCTATGGTAG RO 5T, 3547 SDS-PAGE BEIE LIk 4055, B s H b
U6 F :CCGAGAGAAGATTAGCATGGCCCCTG T PVDF I | T2 JH 5% IS 03K A 1
MYB F :CCATTGCCGACCACACCAGAC s " L
R :TTCTTCAGGTAGGGAGCCAGGATC h, i PBS % ¥k WK, B 5 5 — $L 9L MYB
si-NC Sense : UUCUCCGAACGUGUCACGUTT (1:2000) .5t GAPDH(1 : 10 000) ,F 4 °C &
o ;\nﬁsensc (;;GACGUGQSACGU([;ICGEAGAATT % . FA 1 x TBST [V PVDF J 3 ¥k S8)5 5 HRP #5
si-SNHG1 ense : UGGAAGAGCCUAAGAGGAATT
: N N2 L. IR . == 2N
Antisense ; UUCCUCUUAGGCUCUUCCATT IEAYILEPT R =T 1gG (1 ¢ 10 000) TR 1h,

hsa-miR-195-5p-mimic ~ Sense; UAGCAGCACAGAAAUAUUGGC
mimic NC Sense ; UUGUACUACAAAAGUACUG

mimic-NC .miR-195-5p-mimic 24 h J& , WEEXT £ K
40 M FLHE Rl T 96 FLAR (4 0004~ 41 L/ FL)
TEARFN A0S 19 0,24 48 h, % AL Jn i il 4 o ik
10% ALY CCK-8 15, T 37 °C . & 5% CO, .95%
D (%) T ek 4 L 5 R A R CIE 3 b, AR
FE 450 nm Ab AR RE 8 AT 40 i 2R K R T
FAMETE ST, FrAMEEE 3 X,

1.2.5 He@seiR% HEE Y si-NC,si-SNHG16
5% mimic-NC , miR-195-5p-mimic J& 24 £ Gl & J ik
85% LA -1y B R AR, FH 10 wl Ak 3 T M 2%
2 H 35 it AT R, PBS Wk 2 WK, InAR:
FrRIEIREEHE TR s S AIAERE 95 0 h 24 h,40 {568 T
PEREAIRIX 3 DL A EF R 1740 B BT AR
VoS, AMTEFE A = [ (0 -24 h) RPYRTEEE/0 h X
JRIEIE ] x100%

1.2.6 WA FEHREHMN T Ko rER
HEYIRIEE I B B 2 S A5 A BTRL psiCHECK2-
SNHG16-WT Fi psiCHECK2-SNHG16-MUT 43 %1 5
mimic-NC , miR-195-5p-mimic %% ¢ & HGC-27 40
M, %5436 h 5, BOS A KN4 M, 5% )5 15 57
F IAGE B 40 A RO B R A HGC 27 E AT
4% 20 wl ZHATE A S 100 wl O F BRI 2 K
HHECEREIA 96 FLA T, I 1R 50 5 A K H
YNGR L A 100 wl B i B 1Y 15 9% 6 &
ity , % ¥ TR 21 J5 M0 A5 g B 98 O 2B ML psi-
CHECK2 #% 1k LA K 5t Z RGP N 2, psi-
CHECK2-SNHG16-WT Fl psiCHECK2-SNHG16-MUT
235 X IR WK miR-195-5p X} SNHG16 35 HY

FEH 1 x TBST %k PVDF Ji¥ 3 ¥k, B J5 2 ECL {5
NS5 PEEAY F AR T AR, 38 Image J 4K
PR AR A T AT

1.3 it 418 2 H GraphPad Prism 8 3K {4t
TR TN GE T2 73, 45 241 52 30 5006 e m hy «
+5, WEIIRSTAEA ¢ K PEAL P 4 =22 R] 25 5 0
FYE, DL P <0.05 WESEGIFE X,

2 FR

2.1 SNHG16 B EHREFRIE @it
SNHG16 7£ TCGA STAD 4 2 K¢ GEPIA %4 %2 vh
(A XS 2 ik i, 45 7R, SNHG16 7 Bl 4 3
RTHE (B 1A-C) 5 GBI KR KM E % SNHG16
H5BEEHENIUGEXR K. m%iE SNHG16 B
BE AR R B B /> TR S SNHG16 1Y 1 9 &
B ERAGITFEX(P<0.001,F 1D) , #—4
FH qRT-PCR $ARK I SNHG16 76 A B 26 K 40
S GES-1 K B 40 M0 & (HGC-27 .MKN-28 . MKN-45
FINCI-N87) kil 45 R W, 5 GES-1 M1,
B4 SNHG16 AR5 38 W2 T+ (Puoesy =
0.007 8Py =0.009 1;5Perss =0.017 55 Pyyrer
=0. 0246, /& 1E) ,

2.2 SNHGI16 i B E4HAiG3E T 8E 1 MR
By si-SNHGI16 J5 48h il 3 qRT-PCR 3 A 465 il
siRNA [ THERCR , 455 B 7R, si-SNHG16 7 B J 4l
il HGC-27 . MKN-28 H F # 85 3 (Pooesy =
0.034 8; P05 =0.005 8) 38 12 2 M 34 7H 52 40 A&
P, 55 YL si-SNHG16 J5 HGC-27 75 24,48 h 4T 11
g3 R si-NC 2H 20 B 35 71 /) 63.2% F1 58.0%
(Puecrr 24 h =0.008 5; Ppiry 48 h =0.0009);
MKN-28 7E 24,48 h#fi Jfd i 77 43 51| 24 si- NC 2 4 g
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GES-1 HGC-27 MKN-28 MKN-45 NCI-N87

EHAE R P HIRIE

A:TCGA STAD ¥ i 32 il 1F 5 2H 4R 372 451 15 988 4 4% SNHG16 Fih M S IEHHLUE. " * * * P <0.000 1;B:TCGA STAD % ##

JiE R 27 B IEH LU 27 4] 412U SNHG16 Rkl ; 5 IEH

16 J1 1 56.5% 1 56.4% (P yx0s 24 h =0.000 8;
P25 48 h =0.000 6) o 3 o A R IR S A B 5
si-NC ZHAH EL , si-SNHG16 25 (1) 4 3 75 R B 1 F A1
(HGC-27:(79.0 £1.3)% vs(44.6 £+4.0)% ,P =

0.011 7; MKN-28: (28.3 + 0.8)% us (12.5 =
0.9)% ,P =0.0058), LiRscust LW, &

HGC-27 F MKN-28 ZfffiH T I SNHG16 Kikj5, B
TR 3G A ERERE SIRRAR, 2 R B A G IR X
(E2),

2.3 SNHGI16 RIEBE E miRNA A f 1% & 38 iE
AT BT R BAE B 5 SNHG16 AR R
A miRNA 45 6 1~ :hsa-miR-30a-5p . hsa-miR-23b-3p ,
hsa-miR-195-5p, hsa-miR-497-5p. hsa-miR-205-5p
hsa-miR-140-5p, J 7F starbase (& %, X [ ik
miRNA 5 SNHG16 7 15 Ji H 32 35 7K1 I AH G i
TPt W2 2, W5 qRT-PCR B AR, A%
SNHG16 J& , %11 4 miRNA 193235 7K F 728 4k, 45 5
R, 5 si-NC A I, {U miR-195-5p 7& ' & 21 g

HUULE. * * * P <0.001;C; GEPIA £t/ SNHG16 Fak il ; 5 Hmd
HILE " P <0.05;D:SNHGI6 5 M B 5 SUEfEME 6 % E . SNHGI6 75 @

AN R YRk 5 GES-1 A 2 P <0.05,42 P <0.01

HGC-27 \MKN-28 Hr1&ikFhi5 (34 P <0.05, 81 3A1
A2) ;I 5d qRT-PCR £ ARKE miR-195-5p 76 B &
YN P G 2 TR B0, 45 R R, miR-195-5p 1 H
MR R 3E I (Pye,y =0.004 35 Py = 0. 029
1,K3B), [AII}, £ starbase B8 28 1 #0 miR-195-
5p 5 SNHG16 s &0 (B 3C) . R E
HRR L 45 R B R, 5 mimie-NC + SNHG16-WT
L, miR-195-5pmimic + SNHG16-WT £H 4l Jity 5¢
It FARXT I B E BEAK (P =0. 0156, E3D) ;i

%2 miRNA 5 SNHGI16 B EHRRIEKEHEXEDH(r)

HH 44 AR FREL(r) PE
hsa-miR-205-5p 0.072 1.63 x10 7'
hsa-miR-23b-3p -0.074 7.07 x10 2™
hsa-miR-30a-5p -0.173 8.08 x 10 ~*
hsa-miR-195-5p -0.370 1.77 x10°1
hsa-miR497-5p -0.254 6.65x1077
hsa-miR-140-5p -0.215 2.98 x107°

W1 AR RE () IEBONIEASE; BCH ARG, 2,08 R
mzaéﬁ,/ﬂ:ﬂﬁ SNHG16 AYFER 00 LA, miRNA X W 1) #£ ik 22 56
BRI -84
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A:qRT-PCR #gil] si-SNHG16 7& HGC-27 ,MKN-28 4 g v i T4 & B1: T 96 SNHG16 =35 10 il 55 9 40 il HGC-27 fy344i; B2: T i
SNHG16 kMl H 40l MKN-28 (345 ; C1. T4 SNHG16 F kM HGC-27 4UMIAYITE x40;C2. FiH SNHG16 FikiH] MKN-28 4ifif
T x40; C3. HGC-27 Hl MKN-28 4 iiE AL RE I M GEiTH2% 43015 55 si-NC 4l . P <0.05, " * P <0.01, ** * P <0. 001
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1.0f
A
0.5F

0
SNHG16-WT SNHG16-MUT

Al 7E HGC-27 4l | #4i SNHG16 J5 45 miRNA 363515 00 ; A2 75 MKN - 28 21 g, 3 ik SNHG16 J& 46 miRNA 1 #3515 50 ; B: miR-
195-5p 1 HGC-27 \MKN-28 133X ; C ; Starbase %4t %2 i SNHG16 5 miR-195-5p B AMUBATTRIFTF] ; D & AU E A RNE MR HL#; 5 si-
NC A4 * P <0.05,* " P<0.01, " " * P <0.001 ;5 GES-1 H4.#P <0.05,%P <0.01 ;55 miR-NC + SNHG16-Wt H.4: . 4 P <0.05

mimic-NC + SNHG16-MUT #H #1 miR-195-5pmimic +
SNHG16-MUT 2141 Jifd 5 5t 3% Ml AH X 1 1 JC W 4 22

S (P>0.05),
2.4 miR-195-5p X B MG E ., TBEE M

&
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i # i qRT-PCR A 44 fd N miR-195-5p mimic
AR 25 R B R 55 mimic-NC ZHAH L, mimic
H 1) miR-195-5p MR B & H B EIH (P, =
0.001 5;P,n05 =0.003 1), CCK-8 M5 Sz 4%
7R JHGC27 TE# YL mimic 24,48 h 20T J1 43571
4 mimic-NC 211 63.6% 1 61.8% (P e,y 24 h =
0.005 8;P,c.,, 48 h=0.000 3) ; MKN-28 724,48 h
LS F1 43 591 mimic-NC 4119 54. 1% F1 51.7%
(Pnss 24 h=0.002 1; P05 48 h=0.0002), 4
B RIRE L5 7R, 5 mimic-NC ZHAH E, mimics 20
AT RS R I AR (HGC 272 (69. 19 £3.39) % vs
(50.55 +3.12)% , P =0. 046 3; MKN-28 ; (26. 64 +
1.75)% vs(13.99 £5.24)% ,P =0.041 1), 4%
FW, fE HGC-27 F1 MKN-28 40 it v i 3% ik miR-
195-5p J& , B ALY 58 iE AL RE JIREAR, 25
Gt E (K 4),

2.5 miR-195-5p TiFfE R IFIE R IGUE  # it
ST starbase 25 B4 JE U ) MYB S miR-195-5p
IR IL R, miR-195-5p K MYB fit) 1k 76 1 i 41 21
RGBS (r= -0.183,P =3.84 x107*) ; JF
£ starbase 45 & H i £ MYB-3 UTR 5 miR-195-5p
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99.99% , 99.74% and 99. 86% , respectively. Before washing, the total number of fungi in the washing machine
ranged from 8.5 to 9. 45 x 10’ CFU/cm’. After washing, the total number of fungi in the washing machine ranged
from 0 to 49. 22 CFU/cm’. The fungal clearance rates of the outer wall of the inner cylinder, filter screen, seal
ring,, washing water and detergent drawer box were 99.36% , 99. 74% , 99. 76% , 99.51% and 99. 64% , respec-
tively. Before washing, the coliforms in the washing machine ranged from 0 to 4. 6 x 10* MPN/100 ml. After wash-
ing, the number of coliform bacteria was close to 0. Before washing, the average detection rate of Salmonella in the
washing machine was 5. 33% , the average detection rate of Shigella was 2. 67% , and no Candida albicans was de-
tected. After washing, Salmonella, Shigella and Candida albicans were not detected. Conclusion There are a
large number of bacteria and fungi in the household washing machine before cleaning, and there are Salmonella and
Shigella contamination. After professional cleaning, the hygiene condition of the washing machine is significantly
improved.

Key words washing machine; current health status; microbial contamination; cleaning effect

(L% 1571 )
The mechanism of long non-coding RNA SNHG16 regulating
the expression of miR-195-5p to promote the proliferation

and migration of gastric cancer cells
Kang Juan', He Jiao®, Ren Weihong’
('Henan University of Chinese Medicine, Zhengzhou 450046 ;
*The First Affiliated Hospital of Henan University of Chinese Medicine, Zhengzhou 450000 )

Abstract Objective To investigate the effect of IncRNA SNHG16 (SNHG16) on the proliferation and migration
of gastric cancer cells and its molecular regulatory mechanism. Methods The expression of SNHG16 in gastric
cancer tissue was retrieved based on online database and the downstream target gene of SNHG16 was screened. The
interaction between SNHG16 and miR-195-5p was verified by bioinformatics analysis and double luciferase reporter
gene experiment. The expression of SNHG16, miR-195-5p and MYB in gastric cancer cells (HGC-27, MKN-28)
was detected by real-time fluorescent quantitative PCR (qRT-PCR) ; SNHG16 was knocked down to detect the ex-
pression of miR-195-5p or MYB; The expression of MYB was detected by overexpression of miR-195-5p; Western
blot analysis was used to detect the protein expression level of MYB in each group. Knock down SNHG16 or overex-
press miR-195-5p, and the proliferation and migration ability of gastric cancer cells (HGC-27, MKN-28) were de-
tected through cell proliferation and scraich test. Results The expression of LncRNA SNHG16 increased in gastric
cancer tissues and gastric cancer cells (HGC-27, MKN-28, MKN-45, NCI-N87). The results of double luciferase
reporter gene experiment showed that psiCHECK2-SNHG16-WT and miR-195-5p mimic were transfected into HGC-
27 at the same time, significantly inhibiting the luciferase activity of HGC-27 cells. The results of qRT PCR and
WB experiments showed that knocking down SNHG16 in HGC-27 and MKN-28 cells upregulated miR-195-5p and
inhibited the expression of MYB at the transcription and translation levels; Overexpression of miR-195-5p in HGC-
27 and MKN-28 cells inhibited MYB expression. The results of CCK8 proliferation test and cell scratch test showed
that knocking down SNHG16 or overexpressing miR-195-5p could inhibit the proliferation and migration of HGC-27
and MKN-28 cells. Conclusion IncRNA SNHGI16 can regulate the expression of MYB in gastric cancer cells
through miR-195-5p, and the high expression of SNHG16 can promote the proliferation and migration of gastric
cancer cells.

Key words IncRNA SNHG16; miR-195-5p/MYB; gastric cancer cell; proliferation; migration



