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Compared with the AKI group alone, the serum creatinine, urea nitrogen and blood uric acid in the hyperuricemia

+ AKI group significantly increased. Pathological staining, Western blot, and qPCR also showed worsening of renal

fibrosis and elevated METTL3 expression in the composite model group. The m6A test results showed that the over-

all methylation level of mice in the experimental group increased, and the composite model group was significantly

higher than that in the AKI group. In vitro experiments, the METTL3-specific inhibitor STM2457 was given to ef-

fectively reduce the injury of renal tubular epithelial cells and reduce the level of inflammation and fibrosis. Con-

clusion Cisplatin can exacerbate renal inflammation and fibrosis caused by high uric acid; STM2457 has thera-

peutic effects in hyperuricemic nephropathy and cisplatin-induced acute kidney injury, and METTL3 may be a po-

tential target for the treatment of related kidney injury.
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10.05 HOYHS81  ATP A8 B W54 362
6.45 Q9Y623  JLEREH4 1939
5.52 HOYN42  fEHEEEH 256
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Screening of host RNA binding proteins interacting with Nelson Bay

reovirus o NS by immunoprecipitation combined with mass spectrometry
Li Runlin,Hu Siman, Luo Like,Jia Xuejiao,Liu Mengqi, Li Yonggang,Tao Xiaoli
(Laboratory of Pathogenic Biology ,School of Basic Medical Sciences ,
Jinzhou Medical University , Jinzhou 121000)

Abstract Objective To screen the RNA binding proteins interacting with NBV nonstructural protein dNS in host
cells and to analyze their bioinformatics functions. Methods In this study, the eukaryotic expression vector pEF-
HA-MB-S3 of NBV o NS was constructed and transfected into HEK293T cells after verification. After RNase A
treatment, the obtained protein lysate was enriched by immunoprecipitation to enrich oNS binding proteins, identi-
fied and analyzed by LC-MS/MS mass spectrometry, and the properties and specific functions of proteins were dis-
covered with the help of related Bioinformatics tools. Results In this study, 32 candidate RNA binding proteins
interacting with NBV o NS proteins were successfully screened, and the results of bioanalysis showed that these pro-
teins were mainly located in cytoplasm and nucleus, and were mainly involved in biological processes such as cell
metabolism, biological regulation, virus translation and transcription. Conclusion This study preliminarily analy-
zes the function of RNA binding proteins interacting with NBV oNS, which lays a foundation for further study on
the mechanism of NS protein in NBV life cycle.

Key words nelson nay orthoreoviruses ; RNA binding proteins ; oNS protein ;interaction protein; immunoprecipita-

tion



