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TAZ EEZESEEEERNBEEHNXR

EII &

HE B WS PDZ 454 T I B0 T
(TAZ) Z:N AR R 2 A5 1 (SNP) S AETE T B & m KU
MIXFR, Fik 16460 BIEAETET]E e 1150 470 4% i
SRR A U N - BRI B B 22481 (PCR-RFLP)
HARXF TAZ 1516861985 151055153 156783790 1512490239 3
AL 3R R AR SAFE Logistic 17119434145 SNP S5EFT
ITEBARAR M ER, SR TAZ 116861985 HETEl]
R B R KU S, SR CC JENELE A LL, BEHF GC 2%
RB AR TE 1] B 9 A9 %2 5 KUBS: 3% 1 ( OR = 1. 547,95% CI .
1. 145 ~2.089) ; TAZ rs1055153 S53AETE1] B 8 B9 & 5 XU EG:

I, 55 GG FEHFAUE AL, #E47 GT + TT R AL IETT ]
B9 Y &9 KU A (OR = 0. 570,95% CI:0. 400 ~ 0. 814) ;
TAZ rs6783790 .rs12490239 5 3E 51 1] B % 1Y & 95 UK T6 )¢
1B 7E TAZ 1s16861985 . rs1055153 . 16783790 ., rs12490239 #4
A SRR A C-G-A-A SARRIFEAL TIETEI T B R I & A4 A
% (OR =0.761,95% CI:0. 612 ~0.945) , G-G-A-G {4 Y 1
Hn T AETE] E g A & A2 XU (OR = 1.894,95% CI:1. 314 ~
2.730) ; TAZ rs16861985 ., rs1055153 | rs6783790 , rs12490239
H U B 22 BAE S AETE ] B R Y &R KU A SE (P <0.05) o
Z5iE  TAZ rs16861985 r1s1055153 FEARTT ] B & A R 51
T — & W /E HI; TAZ 1516861985, 151055153 . rs6783790 .
112490239 11 C-G-A-A FARBIREAR T AT B 9 09 & A K
B, T G-G-A-G BARTIHG N T AR 5L B 3 1 & A5 XUR: ; TAZ
JE 1516861985 151055153 16783790 . rs12490239 FY 32 H.AE
FAEAEGET T B 0 & A PR B T B RIZN

KB PDZ 455 T BB SR ILIE T (TAZ) s A%
TR Z A AE TR B ; B SR oY

FESES R39%.5
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FEWH  HEKBRPIERE S (4575 :81650017 ); NEE Tl BIRIX H
SRR BE S (S5 12021 MS08054 ) 5 4 3k 152 2% [ A1) 37 141 BA
KIBEIHRIIH (455 : byextd-06 )
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I70, HESON'TEVINE BRRELR B A

B i (gastric cancer, GC) 4&— >4 BR M 1) 2 F
A, A BREFAE T 100 J7 AB2 Wl B HARSA
SERERESET I R BRI 2 1 BRI 1R
A Hippo {5 7 [ T i E 2L RN 73+, & PDZ 45
B FE P I s LI L ((transcriptional coactivator
with PDZ-binding motif, TAZ) 5 i 983 i & A= % J@ LA
LR B UIAG . TAZ AR Z R e i A= WrbR s
Py, R B R pA R B A AR 2 — ., PRI,
TAZ DN 2 B 28 WF 58 o A v i) — 4> B B e A
PR, IZ I T A Sk DU AT D BF S0 5 45
W TAZ BN 225 S ARE L] B i A0 KU Y 5C %
PEIT ARS8 9 5 02 W BUps Gy 7 $ ik sk
0 SCAEFN BRI , o A I PRIGY T 4 (8 0 S %

1 MR

1.1 fROIER HEA G AR B HE B b v 7E SC
Ak B R B A Sk M X ARG 5 AR DL Y
HIGMKRDUHENTE, H 3 AR LI TS oAb R
B IS, HA e 2H S 2008—2020 AF 3 1] 78 41 3k
T JeeE I 5 LA R 2 32 R AR D1 15 9 9 151 460
i, Herp 343 B S, 117 Bk Lotk I 26 ~
83(60.37 £10.42) %, JFHFbR T4k A 5 E KR H
9 AT RUECTY e 1, IE R R [ A
A1 3% B 2 B 55— B e 12 o 0 PR 55 ot G 0 s o 1 4R
K% 470 1), Hodh 55k 324 1, 2 1k 146 B, 4E#E N
33 ~93(59.08 £10.71) %, HEBRARUE A W 1K) B
PR S | TR IR B BBt A s A [T
FFOTEBRIAGST S0 o P FAF % 23 A 7 1 5 % R A
FAEBETT B il 4 b 25 S g 24 S (AR
= - 1.859, P = 0.063; 7 %]: x> =3.632, P =
0.057) . FrAWFFERT R IZ5E T MG R & %t
SO Bk B2 22 g B 24 R B 25 B 23 A Ak o, it
S A EASH AR 2021 £ (006) 5,

1.2 FHik

1.2.1 #43% 8 % &M (single nucleotide polymor-
phism ,SNP) #9 i 3% B A SCHk 1 Rl SR
WA T WS B T TAZ H K] 4 60 DX R0 8 32 X Y
SNPs , HLH A A [ 005 N b B /DN 55 67 36 PR 0T %
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(minor allele frequency, MAF) >5% , %5256 He i 1
tH rs16861985 | rs1055153 | 1s6783790 . 112490239 4
A~ SNP #FATHF5E

1.2.2 AESA FREPTAREARN SN H A
DNA, ZEHIZH DNA $#2HUR50 & A 36 mt KA A 16
FABRAT L, F Primer 3 FELRARAFR T4 S 85
Yot 1 B g AR ) TR IR R R AT A R, 25
pl PCR AR EA 1 Wl EWFS19 (5 pmol/L) |1
wl FUESIH (5 pmol/L) (12.5 ul 2 x Taq Master
Mix 8.5 wl ddH,0 .2 wl DNA #i#7 (50 ng) . PCR &
4R .94 CFAEYE 3 min, 94 CAEE 30 5,58 C
iE k30 5,72 CZE# 1 min, 30 MER, HJ5 72 C
FEMF 5 min, BIYFFH K PCR KWK 1, #5005
PCR 7=y 28 A6 N 4 R 9 DDA L 10l il 1)
A Z .1 ul 10 x NE Buffer .2 pl PCR 7747 .0.4 pl
B EE N PTG 6.6 wl ddH,0, BEY) =458 it 2% 1
B REHBE I A TR K, AR PR UK 25 R R i R B K
ANFI VT RE R Y D) B B R AR LR 2

F1 TAZ EFEE SNP L= H PCR 3| MFFIRY EKE

SNP fi i FI9FS(5'-3") ORI
(bp)
rs16861985 F:TTCTGGCCATAGAGGCTTTG 298
R:TGAGTCAAGGCTGGATTGTG
rs1055153 F:GGTCACGTCGTAGGACTGCT 227
R:AGATCCTGCCGGAGTCTTTC
56783790 F:GAGGAAGTGGGTAAGAGGGTT 248
R:AAGCCCCGAGTGCAGTTATT
1512490239 F:GTCCAGGGCCTGATGAGTAG 288

R:CAGCTCATGACCCCATTCTC

1.3 SEit=4E  SRAI SPSS 26. 0 Goit R /f Xt 5L
B A A TG T2 T o THECRORMAE S A3 A
n( % ) FrR , K H Pearson x* A& 46 H AL 1) 41 A%t iR
YRS A 22 5 AF R A A IR IES /3 A, H x x5
FOR, I BT FEAS ¢ 658 4347 H 7 5 5] 24 R xd
AP A T2 . RHIG IR X K
WX HR L TAZ R 4% SNP a7 5 i1 2 R Y 43 A 2
BAFE PR TEIR A A% A . SR AR S5/ Logistic 7]

JH07 315 OR 95% CIRFFASTEIL WAL WAk | f
PE BB 4 s B RRN TAZ JEH % SNP o7 55 5
PRIAY S AEBE 15 908 A XU 14 G 3% 5 ] I 3350 285
= B fE ] ( Akaike information criterion, AIC) LA Az I
745 B MEN] ( Bayesian information criterion , BIC ) 2
TEMAERIBLA O K, AIC FI BIC B (R e /N O 455 750
W Ry e FERR RS, R SHEsis 7E£R F14FF4 H TAZ 3%
SNP [ AR EL JE o3 Hr H S5 AE DT B 8 0 XU
MR, KM X2 HF B4 5 % (generalized
multifactor dimensionality reduction, GMDR ) 73 #77E3f
BEI) B A R SNP-SNP 132 HAEH

2 R

2.1 TAZ EE& SNP 5 HNBELZFENERN
X&E fEX MY P, TAZ F H rs16861985 .
151055153 ,rs6783790 1512490239 4 /M7 s, 1) Jik [l 751
A5 Hardy-Weinberg 1545 - ( rs16861985 :
X’ =5.565, P =0.062; 1s1055153; x* = 5.571, P =
0. 062 ;156783790 x* = 3. 016, P = 0. 221 ; 112490239 ,
x> =3.873,P=0.144) ,

A3 AT EE JE R 1116861985 18T AT FEAS rh ok
MGG B A, H AR B ) K KB A OC , 5
ey CC ZEIAVE M L #5747 GC 2RV AETE T TH
B 5295 U 584 11 ( OR = 1. 547 ,95% CI:1. 145 ~
2.089) ;151055153 7EdL Pk Wk G A AT
SARTET R 00 & KRS AH 5G , H  EARAR ALC
(1277.1)F1 BIC(1 296. 4) f{Efe /N, e HERR AL
57 GG SEH A FE M H, #5417 GT + TT JE[H A %
LB R 0 & AU AR ( OR = 0.570,95% CI .
0.400 ~0. 814) ; rs6783790 rs12490239 SAEHt[ T H
TR R B JE O, L3R 3,

2.2 TAZ BEFESEBEIERIBELRRER X
% X TAZ % [H SNP 1516861985 . rs1055153 .
156783790 1512490239 17 B 1A R4 #E I 43 M7 45
PRI SETET ] B 98 L U 1 6 R, 45 R R C-G-
A-A . C-G-A-G ,C-G-G-A ,C-T-G-A ,G-G-A-G 5 Fh 4
R B C-G-A-ABARBIRRAR TAETE ] B &4

2 &SNP L mmBESYI &1 REBYIF B

SNP {3 £ FRAIVEN IR (U/ul) KIS (C) A ] ( min) Y B B (bp)

116861985 Hgal(2) 37 60 €C:298;GG:103,195;GC ;103,195 298
11055153 Smal(20) 25 40 TT:227;GG 142 85;GT:227 .142 85
136783790 Haelll(10) 37 40 AA:248;GG:152 96 ;AG:248 152 96
1512490239 Pstl(20) 37 40 AA:288;GG:108 .180;AG:288 108,180
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B (OR =0.761,95% CI:0. 612 ~0.945) ;G-G-A-G  VEFHSIHT K- 501 R4 4 4 A B

BAPRRIRE I T AR TR T B R AE KBS (OR =1.894,  GFE—ZHm K K 50 Wi e fie i M 22 R A S
95% CI:1.314 ~2.730) ; HAB AR R SR BT B U iR A S8 B AR

(4 K AU JC I, 2 2R LA 4

G N FEAETET ] H

S5 R A2 XU o O B S Y (rs16861985 | 151055153

2.3 SNP-SNP X IFHITBEAXFEREHNZEER 156783790 ,1rs12490239) fAEAC HAEH (P <0.05)
ST XF TAZ SN Z 87 S #E T SNP-SNP 522 B, W35,

#3 TAZEFEZSNP SERITBERERRNEHXER[2(%) ]

SNP g A FEH A Xif HE 21 9o {61121 OR(95% CI)* AIC BIC
1516861985 Lk cC 371(78.9) 326(70.9) 1 1282.5 1301.9
GC 99(21.1) 134(29.1) 1.547(1.145 ~2.089)
GG 0(0) 0(0) -
Bk cC 371(78.9) 326(70.9) 1 1282.5 1301.9
GC + GG 99(21.1) 134(29.1) 1.547(1.145 ~2.089)
Btk CC+GC 470(100) 460(100) 1 1349.4 1363.9
GG 0(0) 0(0) -
e es GG +CC 371(78.9) 326(70.9) 1
GC 99(21.1) 134(29.1) 1.547(1.145 ~2.089) 1282.5 1301.9
151055153 L GG 372(79.1) 401(87.2) 1 1282.3 1301.7
GT 98(20.9) 57(12.4) 0.540(0.378 ~0.770)
TT 0(0) 2(0.4) 1.005(0.998 ~1.012)
B GG 372(79.1) 401(87.2) 1 1277.1 1296.4
GT +TT 98(20.9) 59(12.8) 0.570(0.400 ~0.814)
(5863 GG +GT 470(100) 458(99.6) 1 1286.7 1 306.0
TT 0(0) 2(0.4) 1.004(0.998 ~1.010)
S GG +TT 372(79.1) 403(87.6) 1 1279.6 1299.0
GT 98(20.9) 57(12.4) 0.548(0.383 ~0.785)
16783790 Lk AA 139(29.6) 131(28.5) 1 1289.9 1309.2
AG 257(54.7) 246(53.5) 1.026(0.762 ~1.380)
GG 74(15.7) 83(18.0) 1.224(0.824 ~1.819)
P AA 139(29.6) 131(28.5) 1 1290.5 1309.8
AG +GG 331(70.4) 329(71.5) 1.069(0.805 ~1.421)
fadk AA +AG 396(84.3) 377(82.0) 1 1288.4 1307.8
GG 74(15.7) 83(18.0) 1.204(0.852 ~1.701)
A AA + GG 213(45.3) 214(46.5) 1 1290.5 1309.9
AG 257(54.7) 246(53.5) 0.952(0.735 ~1.234)
1512490239 JL AA 208(44.3) 203(44.1) 1 1290.3 1.309.6
AG 228(48.5) 212(46.1) 0.951(0.726 ~1.246)
GG 34(7.2) 45(9.8) 1.350(0.829 ~2.198)
bk AA 208(44.3) 203(44.1) 1 1290.7 1310.0
AG +GG 262(55.7) 257(55.9) 1.003(0.773 ~1.301)
Fet AA +AG 436(92.8) 415(90.2) 13 1287.5 1306.8
GG 34(7.2) 45(9.8) 1.385(0.868 ~2.210)
B AA +GG 242(51.5) 248(53.9) 1 1290. 1 1309.5
AG 22(48.5) 212(46.1) 0.906(0.700 ~1.174)
LR T MR ANAE R R 2
x4 BEBSERIBBEERBHXR
A JEBETTE A (%) ] XL [ n(%) ] OR(95% CI) P
CGAA 200.82(21.8) 241.18(25.7) 0.761(0.612 ~0.945) 0.013 466
CGAG 204.18(22.2) 206.18(21.9) 0.962(0.770 ~1.201) 0.730 123
CGGA 321.46(34.9) 294.20(31.3) 1.113(0.914 ~1.356) 0.287 934
CTGA 52.02(5.7) 59.97(6.4) 0.841(0.573 ~1.234) 0.375 221
GGAG 88.04(9.6) 47.85(5.1) 1.894(1.314 ~2.730) 0.000 521
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%5 SNP-SNP W EHINBEEZFRIKEAZTEERATT

R WGERERR  BIFEERR  RIE 20K PE

[ 151055153 ] 0.543 4 0.526 5 7/10 0.1719
[ 1s16861985-1s1055153 ] 0.551 6 0.524 8 7/10 0.1719
[ 131055153-rs6783790-1s12490239 ] 0.571 4 0.540 9 8/10 0.1719
[ rs16861985-rs1055153-1s6783790-1s12490239 ] 0.584 7 0.567 7 10/10 0.001 0

3 itig

Hippo {5 51 % fi i 70 SR g p i 5 ) v gl %
B, 2 — Rt Ak b B OR ST A VR D K E 2
BB oAk 5 R G g3 R AR A IR Y o R DG A
FH . TAZ Y&k Hippo 3 % 14 SRAH0E 7 S R
FEN T 5 TEAD %555 5E R A AR, 94
7RI PR (1 65 A 2 200 e 34 A 00 o 40 RO T
TAZ 25 Z e kb kR R A ifm A s K |
TR RN PO R (S e A2

HRT#gE " 20T, TAZ 76 B IR 4120 i 3k
B s FIER A4, TAZ MR X S5 A R W& AH
K, 5 H R AR R UM W TAZ (3%
IRIE 55 B R (2 22 R AL S IEAH G, TAZ 8
PN B A AR RS AR br &y, R,
TAZ FEDR 2 B 78 5t A 7 BIF 5% 1) o Ak ok A
R, K e T TAZ LRI 4 42 807 5
rs16861985 . rs1055153 | 1s6783790 ., rs12490239 17
WFST, 45 5 7”8 SNP rs16861985  rs1055153 5 E ¢
11 R Y AR AR A 5K, 156783790 | 112490239 5
FETEI] T & A AU TG DR

SNP rs16861985 i T- TAZ J:H By & T IX,
151055153 {37 T TAZ JEH B HISIX, G RAZEN T F
FUMERR 2K Z R, Shen et al® W 5T E W
1516861985 .rs1055153 5 o [ JiT- 988 £ & 1 7l s A2 A7
ZIATCRHK , g 45 R 7R, SNP 1516861985 5
LB E R & KR AR G, S5 CC BER
FHLE, #54 GC FE PR B E AR BT ] B 98 19 & s XU 34
J 0 SNP 11055153 5 AE 55 1] 15 i 19 405 KU:
A, S5 GG FEH A F M L, #57 GT + TT A
RUEAETEN ] B 9 1 & s B R AR, PRk, 7663k
X NBEHR 5 CC B A L, TAZ 31K SNP
1516861985 [ GC JEPR A n] fE &R 1] B 9 R A1)
falk B %&; 5 GG Jk [H B AH L, TAZ JE A SNP
151055153 9 GT + TT FLH A ] gE R DT 1] B A&
RN R, ZIR S Shen et al® BYBFIT 45 R
A, AT BE S i T SNP rs16861985 11055153 76 AN
[7i] P49 T A 1 e g v Jor e A 4 AT BT AN T

SNP rs6783790 fii T TAZ N & TIX, A
SCHRN 2B SNP 156783790 5 45 7 i 1 R TG %
W, IZ LIRS R s S AR TR B R e KU G
I, ZBFIE 4SS 5 Sebio et al'' [ HF 5T 45 B4R R
SNP 16783790 ] RETE W M 18 b I8 19 %2 26 & e oA
T EZEM.

SNP 1512490239 {3/ T TAZ £:H 1% 5° UTR X, 7]
REEAWAEM IR EIE R, s R o fEdL
PE I BaE B S 4 R AL B TAZ JE A
SNP 1512490239 4 53E T[T B 9 A& 9 KU TE G Bk,
PR TAZ FE[H SNP 112490239 Al REZEIE BT 1] H i
8 g AU A R A T B Ak L R R A
AH, BB SNP rs12490239 SAETE T B &
A KBS Z R 2R

K M SHEsis £ £k # 4 % TAZ %t [ SNP
1516861985 . 151055153 | rs6783790 , 1512490239 # 47
PAPRAIRL 25 R R TE C-G-A -A [ C-G-A-G .C-G-
G-A .C-T-G-A .G-G-A-G TLFl PRI C-G-A-A L
IRFIRRAR T AETE ] B 9 19 & A2 KUK 5 G-G-A-G P ik
RUBAIN T AETETTH 988 0 A A XU 5 HoAth PR R A 5 9
BEIT B 00 s AU, TE DGR, DG FiX 4 4~ SNP /Y
BRI SRR 0 C RIA T P W AIE

FEZSE R GMDR 30X TAZ JEH £ 4
PEA7 55 rs16861985  1s1055153 | 16783790 , 1s12490239
HEAT SNP-SNP 38 HAE AT, et 45 5 i /R 76 DU By
BRI X e SNP 7EIEBET] 98 & AR U AR 7R 2
HAEH, $R X U4 SNP A2 BEAEEAE BT
Ja A B AT BB T — AR L
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Association of TAZ gene polymorphisms with non-cardia gastric cancer
Wang Qiaoqiao' ,Gao Fang’, Dong Wenjie',Yan Xiaoxia',Chen Yaru',Jia Yanbin'
('School of Basic Medicine and Forensic Medicine,
*School of Medical Technology and Anesthesiology , Baotou Medical College ,Baotou 014040)

Abstract Objective To study the association between single nucleotide polymorphism (SNP) in transcriptional
coactivator containing PDZ binding motif (TAZ) gene and the risk of non-cardia gastric cancer. Methods Among
460 patients with non-cardia gastric cancer and 470 normal controls, TAZ rs16861985, rs1055153, rs6783790,
512490239 were genotyped by polymerase chain reaction-restriction fragment length polymorphism ( PCR-RFLP).
Unconditional Logistic regression was used to evaluate the association of studied SNPs with the risk of non-cardia
gastric cancer. Results TAZ rs16861985 was associated with the risk of non-cardia gastric cancer, compared with
the CC genotype carriers, the carriers of GC genotype had an increased risk of non-cardia gastric cancer (OR =
1.547,95%CI; 1.145 -2.089). TAZ rs1055153 was associated with the risk of non-cardia gastric cancer, com-
pared with the GG genotype carriers, the carriers of GT + TT genotypes had a decreased risk of non-cardia gastric
cancer (OR =0.570, 95% CI ;. 0.400 —0. 814). TAZ rs6783790 and rs12490239 were not associated with the risk
of non-cardia gastric cancer. Among the haplotypes constructed by TAZ rs16861985, rs1055153, rs6783790 and
512490239, C-G-A-A haplotype had a decreased risk of non-cardia gastric cancer (OR =0.761, 95% CI. 0. 612
—-0.945), while G-G-A-G haplotype had an increased risk of non-cardia gastric cancer (OR =1.894, 95% CI.
1.314 —2.730). The fourth-order interaction of TAZ rs16861985, rs1055153, rs6783790 and rs12490239 was as-
sociated with non-cardia gastric cancer risk( P <0.05). Conclusion TAZ rs16861985 and rs1055153 may play a
role in the risk of non-cardia gastric cancer. The C-G-A-A haplotype constructed by TAZ rs16861985, rs1055153,
rs6783790 and rs12490239 can reduce the risk of non-cardia gastric cancer, and G-G-A-G haplotype can increase
the risk of non-cardia gastric cancer. The interaction of TAZ rs16861985, rs1055153, rs6783790 and rs12490239
has a synergistic effect innon-cardia gastric cancer.

Key words transcriptional coactivator containing PDZ binding motif ( TAZ) ; single nucleotide polymorphisms;

non-cardia gastric cancer ;haplotypes ; association study



