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A EE Gene-Bank #4822 A SOX3 (NM_005634. 3) [ 3L /7
F1, H PCR Jriky 84 H B9 3L R SOX3 , 5 1w [ 3] 18 5 75 3%
& pLV-EF1a-GFP-2A-Puro =, #4511 22 518 5% 14 3 41 Ok
pLV-EF1a-GFP-2A-Puro-SOX3 ; 4 F 1F 74 119 3 22 3518 05 25
H 2 TR LA S B JFORE ( pGag/Pol \pRev  pVSV-G ) Sk [ 5% ¢
S B 40 M & (HEK 293T) 4 i ( pLV-SOX3 41) , 4%
pLV-EF1a-GFP-2A-Puro 41, %% J§i i ( pGag/Pol , pRev , pVSV-
G) F:FIFE YL 3] HEK 293T 41l o ( pLV-NC 241) , 544 48 h
i WACE TP L i 4 A 0 e %) U, e TP AL i e U
Y KON 4ifig, £ IR s Rk 2 J G , AR5 e 2k 0y 4 il
Z ;R ERT 9 E B PCR(RT-gPCR) 1 Western blot 72 46
P2 H SOX3 (1 mRNA F4E [H 7K ; CCK-8 ik il 79 25 241
45 BE J7 s ELISA g W 2H M Ry, 5% PCR ™
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PER R E XY HEZE 3 (sex determining region
Y-box3,S0X3) 1F g M the s XY HE 2 1 BI (sex
determining region Y-box B1,SOXB1) WHE—G , %
SRR PR O SR A0 B G B AL, D2 R
AT EIRE ST R B, BE D rf SOX3 B il 2k
NIRRT B AR ( Cypl9ala) BN, 3 0P §i
WE WS MR ) N B, DR A B R, R B AR ) T
Wi o ZBIFFE I I A l SOX3 i 3% 3 1 s 7 44K, Jek
LI e KAT SOX3 Ko i ik iy A O S AURE 4 it
(human ovarian granulosa cells, KGN ) 4 iy & , #81+
SOX3 Xf KGN (1) 14 58 1 AL FNMERCR 70 W20

1 #RSH®

1.1 #l
1.1.1 @i ik ARE40 %R (HEK 293T) K

AR S50 2 AR A O L URL 28 i (KGN 48 ffa g+ X
DU TR AR AT PR A 5 18 995 3 9O AR 28 ik
(pLV-EF1a-GFP-2A-Puro) DL K £, ki ( pGag/Pol |
pRev . pVSV-G) T 1 i 3 ifil 25 H RATBRA 7

1.1.2 £ %34 Y470 RNAi-Mate (|15 75 15
T2 AR R 7], 525 : G04001 ) s IS FE 3 (1 ifF
BRREYFARAFBRAF], 1845 :ST551) ; Notl ,Bam-
HI PR YU (3 5 A R A IR A+ L 42
‘5 . Fermentas FD0594 | Fermentas FD0054 ) ; DNA %
At (A TR e A B2 |, 5245 : B6000O1 -
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0001) ;ClonEXpress® Entry One Step Cloning Kit ( g
SO MEREAE MR R A IR W] 5255 C112-01)
R BRG] & DNA B i 815 & (6o RAR
AR A PR A F], 5245 : DP103-02 . DP204-02 ) 5
RNA B0 & (AR B RHEE Y H ARG RAF],
345 : AC0205-A) 5 )i i sl ) & (i e SC R 2B
B A B2 #], 8 2. AG11711) ; TB Green® Fast
qPCR Mix ( K#EEEY TEARA A, 185
RR4308) ; BCA 5 [ V& B2l 2 12057 & RIPA 244 |
SDS-PAGE #5 [ AR 27 il R i 1 P i s i
WPt 1gG(H + L) ( LR = RAEWHFARAGRA
F), $% 5. P0012 , POO13B . P0015 . A0208 ) ; DMEM/
F12 B335 56 BRG  ff 2R M (38 B Gibeo 23], 17
2.12634028 15090046 . 12484028 ) ; SOX3 H 4 ( AL
HRIERE AR W) H R A PR TEAE A A, 17 5. 862515) ;
GAPDH i (D W 28 e A MR FR 2 W), 5%
5 AC001) 5 ILFEPHTAR g6 P (R =T8RP HOR
AR, 575 :SA000001-2) ; ECL fb27 &6 ( 36
[ Thermofisher, $¢'5:34580) ; CCK-8 X7 & (b5t
ZNPIRHEA IR A\, 575 : BS350A ) ; ELISA i —
Pt ) 100 & (RO S A R A TR A F) L 15
MM-12505H1) ; PCR 5|44 s A B /958 7 (e
SRV YR A A IR AR, K% 4 DHSa
(2 E merck A, H55: CMC0007)

1.1.3 £&MHE  PCRAL(HUINIEERL = A
MRS W], A4S 4484075 ) 3 90 WAMEE ( H A JE FlEA
], #l45 . EVOS M7000) ; 52 B 52 ' 1 PCR A (38
[E SYGENE /&), 5 . CFX Connect) ; fb27 & Y6
DA (L3 KRB F] , B5 : Tanon 2500) ; fifEFRAY (55
[ BioTek Epoch 23], #142- . AMG-2201-020) ,

1.2 7k

1.2.1 PCR ¥ ¥ 3£4F SOX3 3 B {£ NCBI %4l ¢
Gene-Bank 138 2% A SOX3 (NM_005634. 3 ) 3L [ 14
JEH MR P 4 R B N SOX3 B[R 7 51 %
BT IHA R PCR 519 (R 1) AR5 e B 7R 2, 7E1E
o] 5| 40 F 52 1] 51 49 o 43 Sl b 18 o R AR AR pLV-
EF1a-GFP-2A-Puro 11 Not I il Bam HI P2 ] fifF %55 ]
RS (F 1T RIZES) o LA KGN 41 i cD-
NA St , 4% MO ERAE UL 1T PCR 473, [N

RZE K50 wl, b 5544:95 C HiAEPE: 3 min;94 °C,
30 5355 °C,30 ;72 °C,1 min;30 MG ;72 C ZEfif
5 min, PCR N 5EMUG , 28 1% Bt JiR W 56 JiC i ik A
M5 Dl SOX3 JEH

1.2.2 SOX3 T Ak mAHkeghE I pLV-
EF1a-GFP-2A-Puro 18 % 2 2 1K 2 g, A Not 1 Fi
Bam HI B i fiff % 3 8 47 3CEG U1, 37 CREEY) 2 h,
0. 8% TR MHEEC L TK , X BE-U) 7™ 1) L Uk 3138 5 9 o7
B IR B H B 2600 KSR, DNA % 5 1] i ik
Fl & AL 244 . #2218 ClonExpress® Entry One
Step Cloning Kit f452VEULH Bt [0 i iy SOX3 - Bt [+
U5 A So R B PEA I B AR ¥ E 2 W e A 3
K %A 1 DHSa IR RAE 20 5 8 R bubk i P4k
1,37 CHERA R F5 i 5, DA B BRECLAS T V%
BT 10 ml 5 H R RE AR 3,37 °C 220 +/
min $8 PR 1 3533 0%, B IS HEAT BORCAR B, B Not T A1
Bam HI #F47 XIS B BT IE 8 1 ok i1 7
T FE o Pl I 7 5 4 1 W 16 JBORE ) T 5 22 5236
1.2.3 Ryt fAfman e 18REREEYY . I
KH L7 HEK 2937T 20 g2 3] 10 em (355510
W75 37 C 5% CO, HiFRfa b 55 9% R A0 M0 % ik
) 70% ~80% B AT Y, BE pLV-NC 41 (%Y
pLV-EFla-GFP-2A-Puro , pGag/Pol , pRev, pVSV-G )
M pLV-SOX3 #H (%% 4+ pLV-EFla-GFP-2A-Puro-
SOX3 .pGag/Pol .pRev .pVSV-G) , # R RNAi-Mate %%
YU R UL 7 YL 51 HEK 293T Zififl, #54% 6 h J5
TR o8 A R R ARSI SR 48 h SR B A
P2 EE ORI 20 i B35, 1 200 r/min B.0> 30 min
RIS T AR TR, 5 SR VR T - 80 C kA &
F o T REINAE BRI 2 1 80 75 R, 7 101 110°
10° 10* A7 16 BEAR B S5 e Fh 1) KGN 4 v, 76 37
C 5% CO, FEFAHIEFR 72 bl i 50 B isi it
BRI B, &5 B BRSO T Bm
T EE

1.2.4 fpiafe 54823 X SOX3 #) KGN 21 e,
% KGN 4% 18 1.0 x 10° 41 i/ FL#Fh T 24 4L
M, 725 400 M %5 B8 55 5 70% ~80% B, AR 4 Jak s 55 %
AR pLV-NC 20 F1 pLV-SOX3 £ ff) 1 J5 27 1 1
SRS 2 (5 pg/ml)  JEFR12 h)5 B3 #1582 8 7

%1 SOX3 EF PCR ¥ 13|45 51

EILZEAS IYFHI(s'3")

SOX3 F:AGGGTTCCAAGCTTAAGCGGCCGCGCCACCATGCGACCTGTTCGAGAGAACTCATCAG
R:ATCAGTAGAGAGTGTCGGATCCTCAGATGTGGGTCAGCGGCACCGTTCCGTT
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FE YRR SR 48 ~ T2 h JEHEDOG WA T s A
PEMIFRIRED . B T FE AT A BRI R = e
PEEED, BOf B IR B S AR R (1 py/
ml) B35 FRIEHAT O 08 , ik 2 S, A sk udt
F14) 200 L B A R e T R 200 L, 5 A MR R R I B
FrREETA A B A & B R R I B R0, 97 R
HEPFFER RN AMR
1.2.5 RT-qPCR # | 2m e, P SOX3 mRNA ¢ & ik
W pLV-NC 41 1 pLV-SOX3 4 (% 41 Jify & T vk
b, RNA S I & $2 A M 1 B RNA S 5% 5
4 ¢DNA, DLiZ ¢DNA Ryt , #17 RT-qPCR 473,
Farill -1 20 i Hh SOX3 mRNA (3R IKAG O, DA B-ac-
in HNZILH, R A 2 214 SOX3 mRNA ik
K 5P A WA 2,

&2 RT-gPCR3|#MFFI%

SIMERE  S5IYIFESI(S3)

SOX3 F:GGGAGGCGCAGGCAAGAGTA
R:GTCGGTCAGCAGTTTCCAGTCG
F:GGAAATCGTGCGTGACATT
R:GAAGGAAGGCTGGAAGAGTG

B-actin

1.2.6 Western blot E 40 4w it SOX3 & &G %k &
K g pLV-NC £ Al pLV-SOX3 ZH 1 41 fits, PBS
ZZ MR 2 IR, VK B RIPA 247 4% 60 min,
Wi AR R 10 min BUENEST 1K, B0 I0E BIH R,
JA 5 x Loading buffer J5F 100 °C /K{A& 10 min, Fifi
JG#EFT 12% SDS-PAGE HLIK, *F T 155 2 PVDF
B b SRITEAR (5% AR WIH ) S IRE A1 2 h 5,
Iy A SOX3 —#Hi (1 : 5 000) F1l GAPDH — i
(1:7000),4 CHFE R, TBST Peik 3 K, A
HR i ALY BE AR IC ) — BT (1 2 10 000) , 5 IR F2 R
A 2 h,TBST k¥ 3 Ik, ¥ ECL fb2 & Jtikn & b
() SR 75 & PVDF ) b, B R R 45 5 I
8o Image) BRAEXTEURHEAT K BE A4, 475811
AT o

1.2.7 CCK-8 sktemlwmia3gsase /1 JHEEFI LI
WeE pLV-NC ZHF1 pLV-SOX3 4 (1 4 i , #1735
Fie FEARALARF 100wl 4 ff %55 2 3 000 241 it/ L%
FiE 96 FLAR P, Jo B T A0 M R SR R AL
M E 6 NEFL. fEANMIEER S 1) 24 48 72 .96 h,
] BEFLI N 10wl 19 CCK-8 {71, 4k 252 B F 4 i 5%
FAEHIEE 1 b, Bl S BRSO 2 75 450 nm AL
W REAH, iC IG5 o

1.2.8 ELISA m| @t — B8R & JREGIH AL IF I gE

pLV-NC 41 F1 pLV-SOX3 4[4l , #4714, #i
AL 1 ml AR QU N 1 x 107 40 i/ AL Fh 5
12 FLAR M, 5 BT 20 3 3 4 vh s 3%, R A 40 i
B6 ISl AN BE S, R 5 IR B T R Oy 5 A b
i IR (10 pg/ml) (3537 4k, 4RSS T 40 i 55 77 40
W% FR 24 b BEJS WO S R BRG] A5 R AT E —
TS N0 2 ) R Xk 107 1) P A A L BB |
N8 BCA 25 (e B2 I g 1) & U W B A5 0 = ,
S T 2 L O O kB Y — Ak, T SR RS
ot

1.3 Zeit=2Ab 8 A i S0 I B Sk P 380 +
WiEZEdRon . Z A RN R 7 22 0, 2 [A]
M ECECR AT ¢ Ky o SR FHERAE 8105 23 Hr 2 il B o i
2%, T WK ¥ GraphPad Prism 8.0 4k {42
i, P <0.05 2R AL FE L.

2 #R

2.1 SOX3 WMy EREHBREREHKENHE
TEFE  SOX3 B4 A% 751 24Ky 1 341 bp,
PCR ¥ 28 1% SFNRWEEERS B IK , 45 R Wos A W] &
1 H A1, BN S O ES R — 30 (& 1A) , 3R]
SOX3 B[R 43 i oy ¥ SOX3 K& [H 3 B % pLV-
EFla-GFP-2A-Puro ZH4A I, AR5 T 12 9 5 2 18 24K
pLV-EF1a-GFP-2A-Puro-SOX3 ([&] 1B) . FifiJ5 Fi] Notl
1 BamHI XY 4 58 pLV-EF1a-GFP-2 A-Puro-SOX3
95 BE AR A, 45 R WOR , BV 450 5 B — 2(
1C) BER P45 R s B 8 24 b SOX3 1)
J¥ %1 5 NCBI il v SOX3 [ 41 —2 (K 1D) ., LA
BB RW] SOX3 ik 3K 18 % 7 # /K pLV-EFla-
GFP-2A-Puro-SOX3 #8383 .

22 EBRESRLANMBEHAMREINBRL #HC
JSLTIAE) S 14 0 95 B 2838 JBURL A, 5 JBURL ( pGag/Pol |
pRev.pVSV-G) (& 2A) 5] ¥ YL 3] HEK 293T ZH
J, 2 AR N WS YL HEK 293T 4 fifg, 45
78 HEK 293T 4iijf] GFP =335, BV 5 i M) 6
(B 2B) o 3 3500 B2 25 AR W] pLV-SOX3 5%
AR TR B A 1 x 10° TU/ml, pLV-NC % 18 41 955
EHBE R 7 x 10" TU/ml, |6 Ji5 FH 0 995 2 J% ¢ KGN
YR, SRAG R IR IR R (] 2C) .

2.3 RT-qPCR 71 Western blot #& g7 SOX3 mR-
NAFfIZEBHRIEKFE RT-qPCR £ I 45 2L £ W]
pLV-SOX3 41 [ SOX3 mRNA 7K F-# pLV-NC 4] |-
PE(t=3.10,P <0.05) (& 3A), Western blot &l
g WK HpLV-NC41 (0. 40 £0.01) fH I, pLV-
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A:PCR 43 SOX3 K5 (15 HL K [ ; B : pLV-EF1 a-GFP-2 A-Puro-SOX3 18 B 2L R B ; C . 1995 5 3535 21K pLV-EF1a-GFP-2A-Puro-SOX3

R %55 3 D : pLV-EF 1 a-GFP-2 A-Puro-SOX3 18 75 4 £ A3 FF L 34 45

SOX3 41 SOX3 2 /K4 (¢t =7.88,P <0.05) (&l
3B.C), i 4590 KGN 4 s 4 pLV-EF1a-GFP-
2 A-Puro-SOX3 185 YL )5, SOX3 11 mRNA FIZEH
AT

2.4 JtF3iE SOX3 3t KGN 4 B H 58 B¢ 77 B9 821
CCK-8 7 I 45 2 .7, 5 pLV-NC 4 Al k., pLV-
SOX3 417E 72 h 196 h B4 A4 FE RE 71 B 8 L T
(1=8.82.23.76,1 P<0.01), VLKl 4,

2.5 3FRiE SOX3 EEF KGN 40 Al — E2 53 b HY
#M  ELISA kil 25 5 W, 5 pLV-NC 414 L,
pLV-SOX3 2 4t Jfd 3% 5% W b M — sk B2 T v (1 =
3.33,P <0.05) (& 5), %0 i F ik SOX3 {23 T
KGN 2t — W) 3 1

3 Wig

YP & FL3E ( premature ovarian failure, POF) {E}
— RN IR S , TR I O SRR
Uy, AMETCR B = FNOWIEL A B 3 2247 ME, POF ANMH
AT LLFEORNAE, [A] IR A) BESE & s A AE e
ARSI DR RTAERE A P U JIE IR AR 22 0B AT M S48 1
PR &R i s s OB, B 3k
BTGP 5 A 200 ) 485 B R 2 [ i 2% A R
DIRHOG, BIORL A B 6% 53 D0 HE — Tt | 8 A 0 J 2 2%
FEARC R (2 i O B A AR 4, D IR BRI A B
S HERE 5 AE IR o, DT ZE < ME 1R Sl W 1 AE B 2
RE 5 ORI D) RE 2R AL 2 BN A & S 1 R0 ORI A
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A
6.3 kb kb kb
B Bright GFP C Bright GFP
pLV-SOX3%4 pLV-SOX3%4
pLV-NC4 pLV-NC41

E2 12HREERE SOX3 ETRE KGN @ RHE T
A3 IR BORERIRIE s B AR HE L HEK 2937T AR5 9 2 MU % ; C:SOX3 Fa i id 423k KON 4iif R W%

AST C 15¢
T b bk X -
K4t T a u ;
X oo} L
=3 SOX3 45 '
E e
o
2ot |
E GAPDH 36 s 05 —
! o
01_ - - w2
%}
0
a b
0 a b

E 3 SOX3 mRNA F1E B FRiIEKFEHIELE
A: RT-qPCR #5ll SOX3 mRNA F2357K ;B : Western blot #l] SOX3 2 [ 335 7K C: Wi 4] SOX3 & 13235 19 He#;a: pLV-NC 41; b: pLV-
SOX3 4 ;5 pLV-NC 41 [t.4%: * P <0.05

4T _m pLV-SOX34l . 2501
o —o— pLV-NCZ *
;& 3r * 200 1 T
R ®
= = 150
g2r &
& e T
g T 100 b
= I
o 1F 3
vy
< 50 -

0 1 1 1 1

24 48 72 96 0
B [ (h) a b
4 CCK-8 #illl SOX3 34 FiA /5 R FATiE] KGN MARf AL F1 ES ELISA #Rk%H KGN A — Bk E At

5 pLV-NC Z4LHAR: < P <0.01 a: pLV-NC 41; b: pLV-SOX3 41; 15 pLV-NC 4142 * P <0.05

(C)1994-2024 China Academic Journal Electronic Publishing House. All rights reserved. http://www.cnki.net
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B, T HE B0 L B R

SOX3 JEPZ M HMG £ty 79 NMEIERRALK
) DNA 2552458038, H T C &% 30 21,
FES G MRS E AV R R R
WrgE "~ W] SOX3 SLPR I IX it 5k PR 4] o HE
Y A A D) A BN XX Bk . SOX3
TE/IN B PR 40 M 3235, SOX3 ek £ 5 50 1k
/NG 5 e BB BT 14 B B2 i 14 22 L, S A 3
TR | fEm A farh SOX3 [k S50 Tk 4
FOPEEAR A A K R e . BRIk, SOX3 %) BRI
KEALHEEENEM AWV E SOX3 1 Fik 1895
TEARIR, 0 1 B YL 8 I ST R i ik SOX3 A
KGN 4iiffd 3 , 3 M mRNA F1 8 (1 /K -k B H T Ao
1763k SOX3, CCK-8 Kl 4h 5 F2 i Feik SOX3 {2
#ET N KGN B35 RE J7, ELISA #6025 5 (5 7R 5 5
5 SOX3 A2 HF 7 519 55 550U 20 M0 e — 14 43 WA RE 7
DA - (2 SR 14 22 B SOX3 ef B0 552 9500 41 i 74 434 7 146
PE RN — I 5 T AR

25 FFAR , SOX3 1l — AN B R T,
2 55 i B SISV 0 O D RE , 75 B % 75 R O LR
TEIT T P EA R IR T A . g i ik SOX3
AR RVAST N SR R A R TR, BT POF HY
I AR TSt 7B By ), oA e SRR SX) T SOX3 78
G P AR B S g T P FIHLAR O IS0 25 1 3,
{HH A BRI LR T — 55T
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Effect of the transcription factor SOX3 on ovarian

granulosa cell proliferation and estradiol secretion
Cai Rui,Zhang Hao,Liu Zhuang,Chen Yuanhua,Xie Fenfen,Hong Qiang

(Dept of Histology and Embryology , School of Basic Medical Sciences, Anhui Medical University, Hefei

230032)

Abstract Objective To study the effect of sex-determining region Y-frame protein 3 (SOX3) on proliferation and

(TF4% 383 1)
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mediated by the PI3K/AKT/mTOR signaling axis is the cause of KOA progression. Methods The synovial fluid of
KOA KL-T and KL-TI patients and normal individuals was collected, and the percentage of M1 macrophages
(CD80, CD86) and M2 macrophages (CD163, CD206) in the synovial fluid (M1/M2 ratio) was measured to e-
valuate the polarization of macrophage cytokines such as IL-1, IL-6, IL-10, and tumor necrosis factor ( TNF)-a,
transforming growth factor (TGF)-B Expression in KOA synovial fluid, and detect and analyze of key molecules
PI3K/AKT/mTOR signaling axis PI3K, AKT3, mTORCI1, and inducible nitric oxide synthase (iONS) in KOA
synovial fluid. Results Compared with the synovial fluid of normal individuals, the percentage of M1 macrophages
(CD80, CD86) in KOA patients increased (P <0.01), and the M1/M2 ratio increased (P <0.001) ; The ex-
pression of IL-1, IL-6, and TNF-a in the synovial fluid of the KOA group was also higher than that of the control
group (P <0.01), while the expression of IL-10 and TGF-B in the KOA group was significantly reduced (P <
0.01) ; The key proteins PI3K, AKT3, mTORCI, and downstream inflammatory factor iONS in the PI3K/AKT/
mTOR signaling pathway in the synovial fluid of the KOA group were higher than those in the control group (P <
0.01). Conclusion In KOA synovial fluid, M1 macrophage polarization plays a dominant role, and the inflam-
matory response mediated by M1 macrophage polarization may be the cause of synovitis. At the same time, the
PI3K/AKT/mTOR signaling pathway may mediate the polarization of M1 macrophages involved in KOA inflammato-
ry response.
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estradiol secretion in human ovarian granulosa cells (KGN cell line). Methods The gene sequence of human
SOX3 (NM_005634. 3) was searched in Gene-Bank, an NCBI database, and the target gene SOX3 was amplified
by PCR, which was cloned into lentiviral vector pLLV-EF1a-GFP-2A-Puro to obtain the overexpression lentiviral re-
combinant plasmid pLV-EFla-GFP-2A-Puro- SOX3; the correctly sequenced overexpressed lentiviral recombinant
plasmid as well as packaging plasmids ( pGag/Pol, pRev, pVSV-G) were co-transfected into human embryonic
kidney cell line ( HEK 293T) cells ( pLV-SOX3 group), and pLV-EFla-GFP-2A-Puro and packaging plasmids
(pGag/Pol, pRev, pVSV- G) were co-transfected into HEK 293T cells ( pLV-NC group) , the lentiviral particles
of both groups were collected and the titers of the viruses were measured after 48 h of transfection, the lentiviruses
of the two groups were infected into KGN cells, and the stably expressed cell lines were obtained after puromycin
screening for 2 weeks; real-time fluorescence quantitative PCR ( RT-qPCR) and Western blot were used to detect
the SOX3 mRNA and protein levels in the two groups; CCK-8 assay was used to detect the proliferative ability of
the cells in the two groups; ELISA was used to determine the concentration of estradiol in the two groups. Results
The identification of PCR products and sequencing results showed that the SOX3 gene fragment was amplified
successfully, and the enzyme digestion and sequencing results indicated that the construction of overexpression
lentiviral recombinant plasmid was completed ; green fluorescence could be detected after lentiviral infection of HEK
293T cells, which indicated that lentiviral packaging was successful ; the lentivirus was screened by puromycin after
lentiviral infection of KGN cells, and the cells were observed to express green fluorescence under the fluorescence
microscope; RT- qPCR and Western blot assays both showed that the expression level of SOX3 in the pLLV-SOX3
group was significantly higher than that in the pLV-NC group (P <0.05). CCK-8 assay results showed that the
proliferation ability of the cells in the pLV-SOX3 group significantly increased compared with that in the pLLV-NC
group (P <0.01). ELISA resulis showed that estradiol concentration was elevated in the pLV-SOX3 group com-
pared with the pLV-NC group (P <0.05). Conclusion Overexpression of the transcription factor SOX3 can pro-
mote the proliferation and estradiol secretion of human ovarian granulosa cells KGN.
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