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E5 AR, EFRiE CDTI fF ps3. TPX2 BFRiL T4
A @ fIk CDT1 J5 p53 . TPX2 9463k ;B i 43k CDT1 J& p53.TPX2 931k ; 5 si-NC KA, * P <0.05, " " * P <0.001; 5 vector HL32.*P <

0.05,"P <0.01,* P <0.001
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Targeting CDT1 inhibit tumor growth and its

mechanism in lung adenocarcinoma
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Abstract Objective To explore the clinical significance and mechanisms of chromatin licensing and DNA repli-
cation factor 1 (CDT1) in lung adenocarcinoma). Methods The gene expression samples of lung adenocarcinoma
tissue and normal lung tissue were downloaded from the TCGA database, and perform differential analysis, GO a-
nalysis, independent prognosis analysis, and correlation analysis with immunotherapy using R language. CDT1 ex-
pression in lung adenocarcinoma and normal tissues was detected by PCR in clinical samples. The changes of cell
proliferation and cycle in si-CDT1 knockdown group and si-NC control group were detected by flow cytometry. The
invasive ability of each group was detected by Transwell. The expressions of CDT1, TPX2 and p53 in each group
were detected by Western blot. Results The TCGA data analysis revealed CDT1 as a differentially expressed gene.
GO analysis indicated that CDT1 was closely associated with the cell cycle. The high expression of CDT1 in lung
adenocarcinoma tissues was validated in clinical samples. CDT1 could serve as an independent factor for predicting
the prognosis of lung adenocarcinoma and had predictive value for immunotherapy in lung adenocarcinoma. Knock-
down of CDT1 resulted in a significant decrease in cell proliferation ability compared to the control group, and cells
were noticeably arrested in the G1 phase. Transwell assay results demonstrated a significant reduction in invasive
capacity in the CDT1 knockdown group. Knockdown of CDTI led to a significant decrease in TPX2 expression and
a significant increase in p53 expression, while overexpression of CDT1 yielded the opposite effect. Conclusion Re-
sults demonstrate the elevated expression of CDT1 in lung adenocarcinoma, its association with prognostic signifi-
cance, and its impact on lung adenocarcinoma’s occurrence and development by influencing TPX2 and p53.

Key words lung adenocarcinoma; CDT1; p53; TPX2; tumor proliferation



