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FEAIR T ZEB1-3U-WT 4 1Y % 6 2 Mg iiG 14, 1 ZEB1-
3U-MUT 40 192 6 28 i 76 1 A A2 4k, 78 AGS 4 Jifd
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KD2 ;4 ; LINC-OE ; 55 mimic control 41 [{%%: * * P <0. 01 ;%5 inhibitor control £ l£# ;" P <0.01;5 Control 41 145 : 24 P <0. 01

3 it

Wil 25 XHERE AL I AN IR ABF ST, IncRNA /EA
FERE PV TE A bR B, B 78 W R i EL I 5 1 1
FERETAITHE 5 20 R 003 i 25 R M &
Y IncRNA 76 5 i i v B U5 (e, A 22
BRI AT I TS AR s, G SEAE | BRI iRGE
LINCO0894 TEJRAAE v 4 18 4 Ji 56 R 0% 1 60, Horp
FEB RO R LR T AR, A R GE™ B
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Effect of LINC00894 gene on proliferation and metastasis of

gastric cancer cells via miR-205-5p/ZEBI axis
Kang Weibiao', Zhou Lihao®, Yu Changjun', Jiang Lu®, Chen Changyu'

(' Dept of Gastrointestinal Surgery, The First Affiliated Hospital of Anhui Medical University, Hefei 230022
*Dept of Surgery, West Anhui Health Vocational College, Lu'an 237000)

Abstract Objective To investigate the effects of long non-coding RNA 00894 ( LINC0O0894 ) gene on prolifera-
tion and metastasis of human gastric cancer cells, and to verify the regulatory relationship of LINCO0894 ,miR-205-
5p and ZEBI in gastric cancer. Methods The expression level of LINCO0894 in gastric cancer cell lines, normal
gastric lines, clinical gastric cancer and normal gastric tissue samples were determined by RT-qPCR. Through fol-
low-up, the relationship between the expression level of LINCO0894 and the prognosis of gastric cancer patients was
explored. LINC0O0894 knockdown cell lines and overexpression cell lines were constructed, and the knockdown and
overexpression efficiency was detected by RT-qPCR. Cell proliferation and metastatic capacity were determined by
CCK 8, clone formation and Transwell assays. Dual-luciferase reporter assays, RT-qPCR assays and Western blot
assays were used to examine the targeted regulatory relationships of LINCO0894 , miR-205-5p and ZEBI. Results
The expression of LINCO0894 gene in gastric cancer tissues or cells was significantly higher than that in normal gas-
tric tissues or cells, moreover, gastric cancer patients with high LINC0O0894 gene expression had a worse prognosis.
The knockdown of LINCO0894 inhibited the viability, clonogenesis, migration and invasion ability of gastric cancer
cells, and conversely, the overexpression of LINCO0O894 obtained the opposite results. LINCO0894 promoted ZEBI
expression by targeted downregulation of miR-205-5p expression. LINC0O0894 promoted the expression of ZEBI by
targeting miR-205-5p and down-regulating its expression. Conclusion LINC0O0894 serves as an oncogene in gastric
cancer and may promote proliferation and metastasis of gastric cancer cells via regulating miR-205-5p/ZEBI axis.

Key words gastric cancer; LINCO0894 ;miR-205-5p ; ZEBI



